
 1 

DATE:20 Jan 2026 (source Scopus) 
 
Ilic, A.-M.; Witczak, N.; Maixner, M.; Koch, A.; Dunemann, S.; Hue>el, B.; Kube, M. ComparaCve 
Genome Analysis of 16SrXII-A ‘Candidatus Phytoplasma solani’ POT Transmi>ed by Hyalesthes 
obsoletus. (2026) Microorganisms, 14, 226. DOI: h>ps://doi.org/10.3390/microorganisms14010226 
 
Wöhlbrand, L., Dörries, M., Siani, R., Medrano-Soto, A., Schnaars, V., Schumacher, J., Hilbers, C., Thies, 
D., Kube, M., Reinhardt, R., Schloter, M., Saier, M.H., Winklhofer, M., Rabus, R. Key role of 
Desulfobacteraceae in C/S cycles of marine sediments is based on congeneric catabolic-regulatory 
networks. (2025) Science Advances, 11 (10), art. no. eads5631. DOI: 10.1126/sciadv.ads5631 
 
Kramer, J., Zübert, C., Hue>el, B., Kube, M., Hoelzle, L.E. The complete genome of Mycoplasmoides 
cavipharyngis strain 117C, a close relaCve of hemotrophic mycoplasma. (2025) Microbiology 
Resource Announcements, 14 (3). DOI: 10.1128/mra.00556-24 
 
Toth, R., Hue>el, B., Varrelmann, M., Kube, M. The 16SrXII-P Phytoplasma GOE Is Separated from 
Other Stolbur Phytoplasmas by Key Genomic Features. (2025) Pathogens, 14 (2).DOI: 
10.3390/pathogens14020180 
 
Toth, R., Hue>el, B., Eini, O., Varrelmann, M., Kube, M. The complete genome sequence of the stolbur 
pathogen “Candidatus Phytoplasma solani” from Pentas<ridius leporinus. (2025) Microbiology 
Resource Announcements, 14 (1). DOI: 10.1128/mra.00640-24 
 
Böhm, J.W., Zübert, C., Kahlenberg, G., Jochner-Oe>e, S., Kube, M. Load of the ash dieback pathogen 
Hymenoscyphus fraxineus differs in soil. (2024) Journal of Plant Diseases and ProtecCon, 131 (5), pp. 
1399-1410. DOI: 10.1007/s41348-024-00970-6 
 
Zübert, C., Kube, M. DifferenCal gene expression of Hymenoscyphus fraxineus grown on Fraxinus 
excelsior and F. mandshurica supplemented media. (2024) Journal of Plant Diseases and ProtecCon, 
131 (5), pp. 1323-1339. DOI: 10.1007/s41348-024-00932-y 
 
Böhm, J.W., Hue>el, B., Schneider, B., Kube, M. The complete genome of "Candidatus Phytoplasma 
fraxini" AshY1 from the ash yellows group. (2024) Microbiology Resource Announcements, 13 (6). 
DOI: 10.1128/mra.00318-24 
 
Toth, R., Ilic, A.-M., Hue>el, B., Duduk, B., Kube, M. Divergence within the Taxon ‘Candidatus 
Phytoplasma asteris’ Confirmed by ComparaCve Genome Analysis of Carrot Strains. (2024) 
Microorganisms, 12 (5). DOI: 10.3390/microorganisms12051016 
 
Duduk, B., Ćurčić, Ž., Stepanović, J., Böhm, J.W., Kosovac, A., Rekanović, E., Kube, M. Prevalence of a 
'Candidatus Phytoplasma solani'-Related Strain Designated as New 16SrXII-P Subgroup over 
'Candidatus Arsenophonus phytopathogenicus' in Sugar Beet in Eastern Germany. (2023) Plant 
Disease, 107 (12), pp. 3792-3800. DOI: 10.1094/PDIS-04-23-0613-RE 
 
Böhm, J.W., Duckeck, D., Duduk, B., Schneider, B., Kube, M. Genome Comparison of ‘Candidatus 
Phytoplasma rubi’ with Genomes of Other 16SrV Phytoplasmas Highlights Special Group Features 
(2023) Applied Microbiology, 3 (3), pp. 1083-1100. DOI: 10.3390/applmicrobiol3030075 
 
Böhm, J.W., Duckeck, D., Zübert, C., CarminaC, G., Schneider, B., Duduk, B., Kube, M. First insights into 
the genome of ‘Candidatus Phytoplasma rubi’ highlight effector protein repertoire of 16SrV 
phytoplasmas. (2023) Phytopathogenic Mollicutes, 13 (1), pp. 11-12. DOI: 10.5958/2249-
4677.2023.00006.3 
 



 2 

Duduk, B., Kosovac, A., Stepanovic, J., Rekanovic, E., Curcic, Z., Böhm, J.W., Kube, M., Vuckovic, N., 
Duduk, N., Vico, I. Phytoplasma, proteobacterium and fungus in single and mixed infecCons of sugar 
beet in central Europe (2023) Phytopathogenic Mollicutes, 13 (1), pp. 97-98. DOI: 10.5958/2249-
4677.2023.00049.X 
 
Duckeck, D., Zübert, C., Böhm, J.W., CarminaC, G., Schneider, B., Kube, M. Complete Genome of 
“Candidatus Phytoplasma rubi” RS, a Phytopathogenic Bacterium Associated with Rubus Stunt 
Disease. (2023) Microbiology Resource Announcements, 12 (5). DOI: 10.1128/mra.01303-22 
 
Ulrich, K., Becker, R., Behrendt, U., Kube, M., Schneck, V., Ulrich, A. Physiological and genomic 
characterisaCon of Luteimonas fraxinea sp. nov., a bacterial species associated with trees tolerant to 
ash dieback (2022) SystemaCc and Applied Microbiology, 45 (4). DOI: 10.1016/j.syapm.2022.126333 
 
Bertaccini, A., Arocha-Rosete, Y., Contaldo, N., Duduk, B., Fiore, N., Montano, H.G., Kube, M., Kuo, C.-
H., MarCni, M., Oshima, K., Quaglino, F., Schneider, B., Wei, W., Zamorano, A. Revision of the 
‘Candidatus Phytoplasma’ species descripCon guidelines. (2022) InternaConal Journal of SystemaCc 
and EvoluConary Microbiology, 72 (4). DOI: 10.1099/ijsem.0.005353 
 
Zübert, C., Ilic, A.-M., Duduk, B., Kube, M. The Genome ReducCon Excludes the Ribosomal Rescue 
System in Acholeplasmataceae. (2022) Microbial Physiology, 32 (1), pp. 45-56. DOI: 
10.1159/000520450 
 
Zübert, C., Kube, M. ApplicaCon of Taqman Real-Time PCR for detecCng ‘Candidatus Arsenophonus 
phytopathogenicus’ infecCon in sugar beet. (2021) Pathogens, 10 (11). DOI: 
10.3390/pathogens10111466 
 
Ćurčić, Ž., Kosovac, A., Stepanović, J., Rekanović, E., Kube, M., Duduk, B. MulClocus genotyping of 
‘Candidatus Phytoplasma solani’ associated with rubbery taproot disease of sugar beet in the 
pannonian plain. (2021) Microorganisms, 9 (9). DOI: 10.3390/microorganisms9091950 
 
Ulrich, K., Kube, M., Becker, R., Schneck, V., Ulrich, A. Genomic Analysis of the EndophyCc 
Stenotrophomonas Strain 169 Reveals Features Related to Plant-Growth PromoCon and Stress 
Tolerance. (2021) FronCers in Microbiology, 12. DOI: 10.3389/fmicb.2021.687463 
 
Ćurčić, Ž., Stepanović, J., Zübert, C., Taški-Ajduković, K., Kosovac, A., Rekanović, E., Kube, M., Duduk, 
B. Rubbery taproot disease of sugar beet in Serbia associated with 'Candidatus Phytoplasma solani' 
(2021) Plant Disease, 105 (2), pp. 255-263. DOI: 10.1094/PDIS-07-20-1602-RE 
 
Schneider, B., Hü>el, B., Zübert, C., Kube, M. GeneCc variaCon, phylogeneCc relaConship and spaCal 
distribuCon of ‘Candidatus Phytoplasma ulmi’ strains in Germany. (2020) ScienCfic Reports, 10 (1). 
DOI: 10.1038/s41598-020-78745-w 
 
Becker, R., Ulrich, K., Behrendt, U., Kube, M., Ulrich, A. Analyzing Ash Leaf-Colonizing Fungal 
CommuniCes for Their Biological Control of Hymenoscyphus fraxineus. (2020) FronCers in 
Microbiology, 11. DOI: 10.3389/fmicb.2020.590944 
 
Fernández, F.D., Zübert, C., Hue>el, B., Kube, M., Concia, L.R. Draz genome sequence of “Candidatus 
Phytoplasma pruni” (X-Disease Group, Subgroup 16SrIII-B) strain ChTDIII from ArgenCna. (2020) 
Microbiology Resource Announcements, 9 (38). DOI: 10.1128/MRA.00792-20 
 
Ulrich, K., Becker, R., Behrendt, U., Kube, M., Ulrich, A. A ComparaCve Analysis of Ash Leaf-Colonizing 
Bacterial CommuniCes IdenCfies PutaCve Antagonists of Hymenoscyphus fraxineus. (2020) FronCers 
in Microbiology, 11. DOI: 10.3389/fmicb.2020.00966 



 3 

 
Schneider, B., Kätzel, R., Kube, M. Widespread occurrence of 'Candidatus Phytoplasma ulmi' in elm 
species in Germany. (2020) BMC Microbiology, 20 (1). DOI: 10.1186/s12866-020-01749-z 
 
Kube, M., Furch, A.C.U. Symptomless phytoplasmosis of black alder (Alnus glu<nosa): a model for 
host tolerance. (2019) Plant Physiology Reports, 24 (4), pp. 550-554. DOI: 10.1007/s40502-019-
00489-1 
 
Holz, S., Kube, M., Bartoszewski, G., Hue>el, B., Bü>ner, C. IniCal Studies on Cucumber Transcriptome 
Analysis under Silicon Treatment. (2019) Silicon, 11 (5), pp. 2365-2369. DOI: 10.1007/s12633-015-
9335-2 
 
Toth, R., Seemüller, E., Kube, M. A universal PCR assay amplifying the unique malic enzyme of 
phytoplasmas. (2019) Phytopathogenic Mollicutes, 9 (1), pp. 87-88. DOI: 10.5958/2249-
4677.2019.00044.6 
 
Marjanovic, M., Stepanovic, J., Rekanovic, E., Kube, M., Duduk, B. Alder yellows phytoplasmas in 
alnus species in Serbia. (2019) Phytopathogenic Mollicutes, 9 (1), pp. 57-58. DOI: 10.5958/2249-
4677.2019.00029.X 
 
Schneider, B., Kube, M. Occurrence of ‘Candidatus Phytoplasma ulmi’ in naCve elm trees in Germany 
(2019) Phytopathogenic Mollicutes, 9 (1), pp. 51-52. DOI: 10.5958/2249-4677.2019.00026.4 
 
Duduk, B., Duduk, N., Vico, I., Stepanović, J., Marković, T., Rekanović, E., Kube, M., Radanović 
Chamomile Floricolous Downy Mildew Caused by Peronospora radii. (2019) Phytopathology, 109 (11), 
pp. 1900-1907. DOI: 10.1094/PHYTO-04-19-0138-R 
 
Kube, M., Duduk, B., Oshima, K. Genome Sequencing. (2019) Phytoplasmas: Plant Pathogenic 
Bacteria - III: Genomics, Host Pathogen InteracCons and Diagnosis, pp. 1-16. DOI: 10.1007/978-981-
13-9632-8_1 
 
DermasCa, M., Kube, M., Šeruga-Musić, M. Transcriptomic and Proteomic Studies of Phytoplasma-
Infected Plants. (2019) Phytoplasmas: Plant Pathogenic Bacteria - III: Genomics, Host Pathogen 
InteracCons and Diagnosis, pp. 35-55. DOI: 10.1007/978-981-13-9632-8_3 
 
Bertaccini, A., Oshima, K., Kube, M., Rao, G.P. Phytoplasmas: Plant Pathogenic Bacteria - III: Genomics, 
Host Pathogen InteracCons and Diagnosis. (2019) Phytoplasmas: Plant Pathogenic Bacteria - III: 
Genomics, Host Pathogen InteracCons and Diagnosis, pp. 1-226. DOI: 10.1007/978-981-13-9632-8 
 
Dörries, M., Wöhlbrand, L., Kube, M., Reinhardt, R., Rabus, R. Genome and catabolic subproteomes of 
the marine, nutriConally versaCle, sulfate-reducing bacterium Desulfococcus mul<vorans DSM 2059 
(2016) BMC Genomics, 17 (1). DOI: 10.1186/s12864-016-3236-7 
 
Zhu, B., Ibrahim, M., Cui, Z., Xie, G., Jin, G., Kube, M., Li, B., Zhou, X. MulC-omics analysis of niche 
specificity provides new insights into ecological adaptaCon in bacteria. (2016) ISME Journal, 10 (8), 
pp. 2072-2075. DOI: 10.1038/ismej.2015.251 
 
Holz, S., Duduk, B., Bü>ner, C., Kube, M. GeneCc variability of Alder yellows phytoplasma in Alnus 
glu<nosa in its natural Spreewald habitat. (2016) Forest Pathology, 46 (1), pp. 11-21. DOI: 
10.1111/efp.12206 
 
Benne>, G.M., Abbà, S., Kube, M., Marzachì, C. Complete genome sequences of the obligate 
symbionts "Candidatus Sulcia muelleri" and "Ca. Nasuia deltocephalinicola" from the pesCferous 



 4 

lea�opper Macrosteles quadripunctulatus (Hemiptera: Cicadellidae). (2016) Genome 
Announcements, 4 (1). DOI: 10.1128/genomeA.01604-15 
 
Quaglino, F., Kube, M., Jawhari, M., Abou-Jawdah, Y., Siewert, C., Choueiri, E., Sobh, H., CasaC, P., 
Tedeschi, R., Lova, M.M., Alma, A., Bianco, P.A. 'Candidatus Phytoplasma phoenicium' associated with 
almond witches'-broom disease: From draz genome to geneCc diversity among strain populaCons 
Microbial geneCcs, genomics and proteomics. (2015) BMC Microbiology, 15 (1). DOI: 
10.1186/s12866-015-0487-4 
 
Mitrović, J., Smiljković, M., Seemüller, E., Reinhardt, R., Hü>el, B., Bü>ner, C., Bertaccini, A., Kube, M., 
Duduk, B. DifferenCaCon of ‘Candidatus Phytoplasma cynodonCs’ based on 16S rRNA and groEL 
genes and idenCficaCon of a new subgroup, 16SrXIV-C. (2015) Plant Disease, 99 (11), pp. 1578-1583. 
DOI: 10.1094/PDIS-01-15-0061-RE 
 
Holz, S., Kube, M., Bartoszewski, G., Bü>ner, C. THE IMPACT OF SILICON ON TRANSCRIPTS RELATED 
TO CUCUMBER MOSAIC VIRUS INFECTION IN CUCUMBER. (2015) CommunicaCons in agricultural and 
applied biological sciences, 80 (3), pp. 411-420.  
 
Eisold, A.M., Kube, M., Holz, S., Bü>ner, C. FIRST REPORT OF 'CANDIDATUS PHYTOPLASMA ULMI' IN 
ULMUS LAEVIS IN GERMANY. (2015) CommunicaCons in agricultural and applied biological sciences, 
80 (3), pp. 575-578.  
 
Li, B., Ibrahim, M., Ge, M., Cui, Z., Sun, G., Xu, F., Kube, M. Transcriptome analysis of Acidovorax 
avenae subsp. avenae culCvated in vivo and co-culture with Burkholderia seminalis 
(2014) ScienCfic Reports, 4. DOI: 10.1038/srep05698 
 
Siewert, C., Luge, T., Duduk, B., Seemüller, E., Bü>ner, C., Sauer, S., Kube, M. Analysis of expressed 
genes of the bacterium 'Candidatus Phytoplasma mali' highlights key features of virulence and 
metabolism. (2014) PLoS ONE, 9 (4). DOI: 10.1371/journal.pone.0094391 
 
Mitrović, J., Siewert, C., Duduk, B., Hecht, J., Mölling, K., Broecker, F., Beyerlein, P., Bü>ner, C., 
Bertaccini, A., Kube, M. GeneraCon and analysis of draz sequences of 'stolbur' phytoplasma from 
mulCple displacement amplificaCon templates. (2014) Journal of Molecular Microbiology and 
Biotechnology, 24 (1), pp. 1-11. DOI: 10.1159/000353904 
 
Luge, T., Kube, M., Freiwald, A., Meierhofer, D., Seemüller, E., Sauer, S. Transcriptomics assisted 
proteomic analysis of Nico<ana occidentalis infected by Candidatus Phytoplasma mali strain AT 
(2014) Proteomics, 14 (16), pp. 1882-1889. DOI: 10.1002/pmic.201300551 
 
Kube, M., Siewert, C., Migdoll, A.M., Duduk, B., Holz, S., Rabus, R., Seemüller, E., Mitrovic, J., Müller, 
I., Bü>ner, C., Reinhardt, R. Analysis of the complete genomes of Acholeplasma brassicae, A. palmae 
and A. laidlawii and their comparison to the obligate parasites from 'Candidatus Phytoplasma' 
(2014) Journal of Molecular Microbiology and Biotechnology, 24 (1), pp. 19-36. DOI: 
10.1159/000354322 
 
Siewert, C., Hess, W.R., Duduk, B., Hue>el, B., Reinhardt, R., Bü>ner, C., Kube, M. Complete genome 
determinaCon and analysis of Acholeplasma oculi strain 19L, highlighCng the loss of basic geneCc 
features in the Acholeplasmataceae. (2014) BMC Genomics, 15 (1). DOI: 10.1186/1471-2164-15-931 
 
Lefèvre, C.T., Trubitsyn, D., Abreu, F., Kolinko, S., Jogler, C., de Almeida, L.G.P., de Vasconcelos, A.T.R., 
Kube, M., Reinhardt, R., Lins, U., Pignol, D., Schüler, D., Bazylinski, D.A., Ginet, N. ComparaCve 
genomic analysis of magnetotacCc bacteria from the Deltaproteobacteria provides new insights into 



 5 

magneCte and greigite magnetosome genes required for magnetotaxis. (2013) Environmental 
Microbiology, 15 (10), pp. 2712-2735. DOI: 10.1111/1462-2920.12128 
 
Kube, M., Chernikova, T.N., Al-Ramahi, Y., Beloqui, A., Lopez-Cortez, N., Guazzaroni, M.-E., Heipieper, 
H.J., Klages, S., Kotsyurbenko, O.R., Langer, I., Nechitaylo, T.Y., Lünsdorf, H., Fernández, M., Juárez, S., 
Ciordia, S., Singer, A., Kagan, O., Egorova, O., Alain PeCt, P., Stogios, P., Kim, Y., Tchigvintsev, A., Flick, 
R., Denaro, R., Genovese, M., Albar, J.P., Reva, O.N., Mar�nez-Gomariz, M., Tran, H., Ferrer, M., 
Savchenko, A., Yakunin, A.F., Yakimov, M.M., Golyshina, O.V., Reinhardt, R., Golyshin, P.N. Genome 
sequence and funcConal genomic analysis of the oil-degrading bacterium Oleispira antarc<ca (2013) 
Nature CommunicaCons, 4. DOI: 10.1038/ncomms3156 
 
Finster, K.W., Kjeldsen, K.U., Kube, M., Reinhardt, R., Mussmann, M., Amann, R., Schreiber, L. 
Complete genome sequence of Desulfocapsa sulfexigens, a marine Deltaproteobacterium specialized 
in disproporConaCng inorganic sulfur compounds. (2013) Standards in Genomic Sciences, 8 (1), pp. 
58-68. DOI: 10.4056/sigs.3777412 
 
Tingaud-Sequeira, A., Lozano, J.-J., Zapater, C., Otero, D., Kube, M., Reinhardt, R., Cerdà, J. A Rapid 
Transcriptome Response Is Associated with DesiccaCon Resistance in Aerially-Exposed Killifish 
Embryos. (2013) PLoS ONE, 8 (5). DOI: 10.1371/journal.pone.0064410 
 
Wöhlbrand, L., Jacob, J.H., Kube, M., Mussmann, M., Jarling, R., Beck, A., Amann, R., Wilkes, H., 
Reinhardt, R., Rabus, R. Complete genome, catabolic sub-proteomes and key-metabolites of 
Desulfobacula toluolica Tol2, a marine, aromaCc compound-degrading, sulfate-reducing bacterium. 
(2013) Environmental Microbiology, 15 (5), pp. 1334-1355. DOI: 10.1111/j.1462-2920.2012.02885.x 
 
Seemüller, E., Sule, S., Kube, M., Jelkmann, W., Schneider, B. The AAA+ ATPases and HflB/FtsH 
proteases of 'Candidatus Phytoplasma mali': PhylogeneCc diversity, membrane topology, and 
relaConship to strain virulence. (2013) Molecular Plant-Microbe InteracCons, 26 (3), pp. 367-376. 
DOI: 10.1094/MPMI-09-12-0221-R 
 
Nübel, U., Nachtnebel, M., Falkenhorst, G., Benzler, J., Hecht, J., Kube, M., Bröcker, F., Moelling, K., 
Bührer, C., Gastmeier, P., Piening, B., Behnke, M., Dehnert, M., Layer, F., Wi>e, W., Eckmanns, T. 
MRSA Transmission on a Neonatal Intensive Care Unit: Epidemiological and Genome-Based 
PhylogeneCc Analyses. (2013) PLoS ONE, 8 (1). DOI: 10.1371/journal.pone.0054898 
 
Ibrahim, M., Shi, Y., Qiu, H., Li, B., Jabeen, A., Li, L., Liu, H., Kube, M., Xie, G., Wang, Y., Blondel, C., 
SanCviago, C.A., Contreras, I., Sun, G. Erratum: DifferenCal expression of in Vivo and in Vitro protein 
profile of outer membrane of Acidovorax avenae subsp. avenae (PLoS ONE (2013) 8:1 DOI: 
10.1371/annotaCon/683735fe-858f-4f19-8ebd-ad840279ec88). (2013) PLoS ONE, 8 (1). DOI: 
10.1371/annotaCon/683735fe-858f-4f19-8ebd-ad840279ec88 
 
Broecker, F., Kube, M., Klumpp, J., Schuppler, M., Biedermann, L., Hecht, J., Hombach, M., Keller, P.M., 
Rogler, G., Moelling, K. Analysis of the intesCnal microbiome of a recovered Clostridium difficile 
paCent azer fecal transplantaCon (2013) DigesCon, 88 (4), pp. 243-251. DOI: 10.1159/000355955 
 
Contreras-Porcia, L., López-Cristoffanini, C., Lovazzano, C., Flores-Molina, M.R., Thomas, D., Núñez, A., 
Fierro, C., Guajardo, E., Correa, J.A., Kube, M., Reinhardt, R. DifferenCal gene expression in Pyropia 
columbina (Bangiales, Rhodophyta) under natural hydraCon and desiccaCon condiCons [Expresión 
diferencial de genes en Pyropia columbina (Bangiales, Rhodophyta) bajo hidratación y desecación 
natural]. (2013) LaCn American Journal of AquaCc Research, 41 (5), pp. 933-958. DOI: 10.3856/vol41-
issue5-fulltext-13 
 



 6 

Lenk, S., Moraru, C., Hahnke, S., Arnds, J., Richter, M., Kube, M., Reinhardt, R., Brinkhoff, T., Harder, J., 
Amann, R., Mußmann, M. Roseobacter clade bacteria are abundant in coastal sediments and encode 
a novel combinaCon of sulfur oxidaCon genes. (2012) ISME Journal, 6 (12), pp. 2178-2187. DOI: 
10.1038/ismej.2012.66 
 
Ibrahim, M., Shi, Y., Qiu, H., Li, B., Jabeen, A., Li, L., Liu, H., Kube, M., Xie, G., Wang, Y., Sun, G. 
DifferenCal Expression of In Vivo and In Vitro Protein Profile of Outer Membrane of Acidovorax 
avenae subsp. avenae. (2012) PLoS ONE, 7 (11). DOI: 10.1371/journal.pone.0049657 
 
Dam, B., Dam, S., Kube, M., Reinhardt, R., Liesack, W. Complete genome sequence of Methylocys<s 
sp. strain SC2, an aerobic methanotroph with high-affinity methane oxidaCon potenCal. (2012) 
Journal of Bacteriology, 194 (21), pp. 6008-6009. DOI: 10.1128/JB.01446-12 
 
Li, B., Shi, Y., Ibrahim, M., Liu, H., Shan, C., Wang, Y., Kube, M., Xie, G.-L., Sun, G. Genome sequence of 
the rice pathogen Dickeya zeae Strain ZJU1202. (2012) Journal of Bacteriology, 194 (16), pp. 4452-
4453. DOI: 10.1128/JB.00819-12 
 
Lemak, S., Tchigvintsev, A., PeCt, P., Flick, R., Singer, A.U., Brown, G., Evdokimova, E., Egorova, O., 
Gonzalez, C.F., Chernikova, T.N., Yakimov, M.M., Kube, M., Reinhardt, R., Golyshin, P.N., Savchenko, A., 
Yakunin, A.F. Structure and acCvity of the cold-acCve and anion-acCvated carboxyl esterase 
OLEI01171 from the oil-degrading marine bacterium Oleispira antarc<ca. (2012) Biochemical Journal, 
445 (2), pp. 193-203. DOI: 10.1042/BJ20112113 
 
Dam, B., Kube, M., Dam, S., Reinhardt, R., Liesack, W. Complete sequence analysis of two 
methanotroph-specific repabc containing plasmids from Methylocys<s sp. Strain SC2.(2012) Applied 
and Environmental Microbiology, 78 (12), pp. 4373-4379. DOI: 10.1128/AEM.00628-12 
 
Kube, M., Mitrovic, J., Duduk, B., Rabus, R., Seemüller, E. Current view on phytoplasma genomes and 
encoded metabolism. (2012) The ScienCfic World Journal, 2012. DOI: 10.1100/2012/185942 
 
Lahme, S., Eberlein, C., Jarling, R., Kube, M., Boll, M., Wilkes, H., Reinhardt, R., Rabus, R. Anaerobic 
degradaCon of 4-methylbenzoate via a specific 4-methylbenzoyl-CoA pathway. (2012) Environmental 
Microbiology, 14 (5), pp. 1118-1132. DOI: 10.1111/j.1462-2920.2011.02693.x 
 
Felder, K.M., Carranza, P.M., Gehrig, P.M., Roschitzki, B., Barkow-Oesterreicher, S., Hoelzle, K., Riedel, 
K., Kube, M., Hoelzle, L.E. Insights into the Gene Expression Profile of UnculCvable Hemotrophic 
Mycoplasma suis during Acute InfecCon, Obtained Using Proteome Analysis. (2012) Journal of 
Bacteriology, 194 (6), pp. 1505-1514. DOI: 10.1128/JB.00002-12 
 
Clark, M.S., Denekamp, N.Y., Thorne, M.A.S., Reinhardt, R., Drungowski, M., Albrecht, M.W., Klages, S., 
Beck, A., Kube, M., Lubzens, E. Long-term survival of hydrated resCng eggs from Brachionus plica<lis. 
(2012) PLoS ONE, 7 (1). DOI: 10.1371/journal.pone.0029365 
 
Müller, I., Lurz, R., Kube, M., Quedenau, C., Jelkmann, W., Geider, K. Molecular and physiological 
properCes of bacteriophages from North America and Germany affecCng the fire blight pathogen 
Erwinia amylovora. (2011) Microbial Biotechnology, 4 (6), pp. 735-745. DOI: 10.1111/j.1751-
7915.2011.00272.x 
 
Massa, S.I., Pearson, G.A., Aires, T., Kube, M., Olsen, J.L., Reinhardt, R., Serrão, E.A., Arnaud-Haond, S. 
Expressed sequence tags from heat-shocked seagrass Zostera nolCi (Hornemann) from its southern 
distribuCon range. (2011) Marine Genomics, 4 (3), pp. 181-188. DOI: 10.1016/j.margen.2011.04.003 
 



 7 

Kube, M., Luge, T., Seemüller, E., Freiwald, A., Sauer, S. First data obtained by shotgun proteomics 
from nicoCana occidentalis infected by 'Candidatus Phytoplasma mali'. (2011) BulleCn of Insectology, 
64 (SUPPL. 1), pp. S277-S278.  
 
Kube, M. Insights in host dependency encoded within phytoplasma genomes. (2011) BulleCn of 
Insectology, 64 (SUPPL. 1), pp. S9-S11.  
 
Jones, A.C., Monroe, E.A., Podell, S., Hess, W.R., Klages, S., Esquenazi, E., Niessen, S., Hoover, H., 
Rothmann, M., Lasken, R.S., Yates III, J.R., Reinhardt, R., Kube, M., Burkart, M.D., Allen, E.E., 
Dorrestein, P.C., Gerwick, W.H., Gerwick, L. Genomic insights into the physiology and ecology of the 
marine filamentous cyanobacterium Lyngbya majuscule. (2011) Proceedings of the NaConal Academy 
of Sciences of the United States of America, 108 (21), pp. 8815-8820. DOI: 10.1073/pnas.1101137108 
 
Kube, M., Reinhardt, R., Geider, K. Genome comparison of the pathogens Erwinia amylovora and E. 
pyrifoliae with the fire blight antagonists E. billingiae and E. tasmaniensis. (2011) Acta HorCculturae, 
896, pp. 271-274. DOI: 10.17660/ActaHorCc.2011.896.37 
 
Oehlerking, J., Kube, M., Felder, K.M., Ma>er, D., Wi>enbrink, M.M., Schwarzenbach, S., Kramer, 
M.M., Hoelzle, K., Hoelzle, L.E. Complete genome sequence of the hemotrophic Mycoplasma suis 
strain KI3806. (2011) Journal of Bacteriology, 193 (9), pp. 2369-2370. DOI: 10.1128/JB.00187-11 
 
de Gregoris, T.B., Rupp, O., Klages, S., Knaust, F., Bekel, T., Kube, M., Burgess, J.G., Arnone, M.I., 
Goesmann, A., Reinhardt, R., Clare, A.S. Deep sequencing of naupliar-, cyprid- and adult-specific 
normalised expressed sequence tag (EST) libraries of the acorn barnacle Balanus amphitrite. (2011) 
Biofouling, 27 (4), pp. 367-374. DOI: 10.1080/08927014.2011.577211 
 
Struck, T.H., Paul, C., Hill, N., Hartmann, S., Hösel, C., Kube, M., Lieb, B., Meyer, A., Tiedemann, R., 
Purschke, G., Bleidorn, C.Phylogenomic analyses unravel annelid evoluCon. (2011) Nature, 471 
(7336), pp. 95-98. DOI: 10.1038/nature09864 
 
Denekamp, N.Y., Reinhardt, R., Albrecht, M.W., Drungowski, M., Kube, M., Lubzens, E. 
The expression pa>ern of dormancy-associated genes in mulCple life-history stages in the roCfer 
Brachionus plica<lis. (2011) Hydrobiologia, 662 (1), pp. 51-63. DOI: 10.1007/s10750-010-0518-y 
 
Müller, I., Kube, M., Reinhardt, R., Jelkmann, W., Geider, K. Complete genome sequences of three 
Erwinia amylovora phages isolated in North America and a bacteriophage induced from an Erwinia 
tasmaniensis strain. (2011) Journal of Bacteriology, 193 (3), pp. 795-796. DOI: 10.1128/JB.01293-10 
 
Huntley, S., Hamann, N., Wegener-Feldbrügge, S., Treuner-Lange, A., Kube, M., Reinhardt, R., Klages, 
S., Müller, R., Ronning, C.M., Nierman, W.C., Søgaard-Andersen, L. ComparaCve genomic analysis of 
fruiCng body formaCon in Myxococcales. (2011) Molecular Biology and EvoluCon, 28 (2), pp. 1083-
1097. DOI: 10.1093/molbev/msq292 
 
Stolle, E., Wilfert, L., Schmid-Hempel, R., Schmid-Hempel, P., Kube, M., Reinhardt, R., Moritz, R.F.A. 
A second generaCon geneCc map of the bumblebee Bombus terrestris (Linnaeus, 1758) reveals slow 
genome and chromosome evoluCon in the Apidae. (2011) BMC Genomics, 12. DOI: 10.1186/1471-
2164-12-48 
 
Jogler, C., Wanner, G., Kolinko, S., Niebler, M., Amann, R., Petersen, N., Kube, M., Reinhardt, R., 
Schüler, D. ConservaCon of proteobacterial magnetosome genes and structures in an unculCvated 
member of the deep-branching Nitrospira phylum. (2011) Proceedings of the NaConal Academy of 
Sciences of the United States of America, 108 (3), pp. 1134-1139. DOI: 10.1073/pnas.1012694108 
 



 8 

Zedelius, J., Rabus, R., Grundmann, O., Werner, I., Brodkorb, D., Schreiber, F., Ehrenreich, P., Behrends, 
A., Wilkes, H., Kube, M., Reinhardt, R., Widdel, F. Alkane degradaCon under anoxic condiCons by a 
nitrate-reducing bacterium with possible involvement of the electron acceptor in substrate acCvaCon. 
(2011) Environmental Microbiology Reports, 3 (1), pp. 125-135. DOI: 10.1111/j.1758-
2229.2010.00198.x 
 
Jogler, C., Niebler, M., Lin, W., Kube, M., Wanner, G., Kolinko, S., SCef, P., Beck, A.J., de Beer, D., 
Petersen, N., Pan, Y., Amann, R., Reinhardt, R., Schüler, D. CulCvaCon-independent characterizaCon of 
'Candidatus Magnetobacterium bavaricum' via ultrastructural, geochemical, ecological and 
metagenomic methods. (2010) Environmental Microbiology, 12 (9), pp. 2466-2478. DOI: 
10.1111/j.1462-2920.2010.02220.x 
 
Kube, M., Migdoll, A.M., Gehring, I., Heitmann, K., Mayer, Y., Kuhl, H., Knaust, F., Geider, K., Reinhardt, 
R. Genome comparison of the epiphyCc bacteria Erwinia billingiae and E. tasmaniensis with the pear 
pathogen E. pyrifoliae. (2010) BMC Genomics, 11 (1). DOI: 10.1186/1471-2164-11-393 
 
Glöckner, J., Kube, M., Shrestha, P.M., Weber, M., Glöckner, F.O., Reinhardt, R., Liesack, W. 
PhylogeneCc diversity and metagenomics of Candidate division OP3. (2010) Environmental 
Microbiology, 12 (5), pp. 1218-1229. DOI: 10.1111/j.1462-2920.2010.02164.x 
 
Denekamp, N.Y., Reinhardt, R., Kube, M., Lubzens, E. Late Embryogenesis Abundant (LEA) proteins in 
nondesiccated, encysted, and diapausing embryos of roCfers. (2010) Biology of ReproducCon, 82 (4), 
pp. 714-724. DOI: 10.1095/biolreprod.109.081091 
 
Jackson, D.J., McDougall, C., Woodcroz, B., Moase, P., Rose, R.A., Kube, M., Reinhardt, R., Rokhsar, 
D.S., Montagnani, C., Joubert, C., Piquemal, D., Degnan, B.M. Parallel EvoluCon of Nacre Building 
Gene Sets in Molluscs. (2010) Molecular Biology and EvoluCon, 27 (3), pp. 591-608. DOI: 
10.1093/molbev/msp278 
 
Sadd, B.M., Kube, M., Klages, S., Reinhardt, R., Schmid-Hempel, P. Analysis of a normalised expressed 
sequence tag (EST) library from a key pollinator, the bumblebee Bombus terrestris. (2010) BMC 
Genomics, 11 (1). DOI: 10.1186/1471-2164-11-110 
 
Meyerdierks, A., Kube, M., Kostadinov, I., Teeling, H., Glöckner, F.O., Reinhardt, R., Amann, R. 
Metagenome and mRNA expression analyses of anaerobic methanotrophic archaea of the ANME-1 
group. (2010) Environmental Microbiology, 12 (2), pp. 422-439. DOI: 10.1111/j.1462-
2920.2009.02083.x 
 
Pearson, G.A., Hoarau, G., Lago-Leston, A., Coyer, J.A., Kube, M., Reinhardt, R., Henckel, K., Serrão, 
E.T.A., Corre, E., Olsen, J.L. An expressed sequence tag analysis of the interCdal brown seaweeds 
Fucus serratus (L.) and F. vesiculosus (L.) (Heterokontophyta, Phaeophyceae) in response to abioCc 
stressors. (2010) Marine Biotechnology, 12 (2), pp. 195-213. DOI: 10.1007/s10126-009-9208-z 
 
Raabe, C.A., Sanchez, C.P., Randau, G., Robeck, T., Skryabin, B.V., Chinni, S.V., Kube, M., Reinhardt, R., 
Ng, G.H., Manickam, R., Kuryshev, V.Y., Lanzer, M., Brosius, J., Tang, T.H., Rozhdestvensky, T.S. A global 
view of the nonprotein-coding transcriptome in Plasmodium falciparum. (2009) Nucleic Acids 
Research, 38 (2), art. no. gkp895, pp. 608-617. DOI: 10.1093/nar/gkp895 
 
Jogler, C., Lin, W., Meyerdierks, A., Kube, M., Katzmann, E., Flies, C., Pan, Y., Amann, R., Reinhardt, R., 
Schüler, D. Toward cloning of the magnetotacCc metagenome: IdenCficaCon of magnetosome island 
gene clusters in unculCvated magnetotacCc bacteria from different aquaCc sediments. (2009) Applied 
and Environmental Microbiology, 75 (12), pp. 3972-3979. DOI: 10.1128/AEM.02701-08 
 



 9 

Jogler, C., Kube, M., Schübbe, S., Ullrich, S., Teeling, H., Bazylinski, D.A., Reinhardt, R., Schüler, D. 
ComparaCve analysis of magnetosome gene clusters in magnetotacCc bacteria provides further 
evidence for horizontal gene transfer. (2009) Environmental Microbiology, 11 (5), pp. 1267-1277. DOI: 
10.1111/j.1462-2920.2009.01854.x 
 
Shrestha, P.M., Kube, M., Reinhardt, R., Liesack, W. TranscripConal acCvity of paddy soil bacterial 
communiCes. (2009) Environmental Microbiology, 11 (4), pp. 960-970. DOI: 10.1111/j.1462-
2920.2008.01821.x 
 
Denekamp, N.Y., Thorne, M.A.S., Clark, M.S., Kube, M., Reinhardt, R., Lubzens, E. Discovering genes 
associated with dormancy in the monogonont roCfer Brachionus plica<lis. (2009) BMC Genomics, 10. 
DOI: 10.1186/1471-2164-10-108 
 
Roeding, F., Borner, J., Kube, M., Klages, S., Reinhardt, R., Burmester, T. A 454 sequencing approach 
for large scale phylogenomic analysis of the common emperor scorpion (Pandinus imperator). (2009) 
Molecular PhylogeneCcs and EvoluCon, 53 (3), pp. 826-834. DOI: 10.1016/j.ympev.2009.08.014 
 
Musat, F., Galushko, A., Jacob, J., Widdel, F., Kube, M., Reinhardt, R., Wilkes, H., Schink, B., Rabus, R. 
Anaerobic degradaCon of naphthalene and 2-methylnaphthalene by strains of marine sulfate-
reducing bacteria. (2009) Environmental Microbiology, 11 (1), pp. 209-219. DOI: 10.1111/j.1462-
2920.2008.01756.x 
 
Choudhury, K., Zander, D., Kube, M., Reinhardt, R., Clos, J. IdenCficaCon of a Leishmania infantum 
gene mediaCng resistance to ' and SbIII. (2008) InternaConal Journal for Parasitology, 38 (12), pp. 
1411-1423. DOI: 10.1016/j.ijpara.2008.03.005 
 
Kolmakov, N.N., Kube, M., Reinhardt, R., Canario, A.V.M. Analysis of the goldfish Carassius auratus 
olfactory epithelium transcriptome reveals the presence of numerous non-olfactory GPCR and 
putaCve receptors for progesCn pheromones. (2008) BMC Genomics, 9. DOI: 10.1186/1471-2164-9-
429 
 
Kube, M., Migdoll, A.M., Müller, I., Kuhl, H., Beck, A., Reinhardt, R., Geider, K. The genome of Erwinia 
tasmaniensis strain Et1/99, a non-pathogenic bacterium in the genus Erwinia. (2008) Environmental 
Microbiology, 10 (9), pp. 2211-2222. DOI: 10.1111/j.1462-2920.2008.01639.x 
 
Sauer, S., Freiwald, A., Maier, T., Kube, M., Reinhardt, R., Kostrzewa, M., Geider, K. ClassificaCon and 
idenCficaCon of bacteria by mass spectrometry and computaConal analysis 
(2008) PLoS ONE, 3 (7). DOI: 10.1371/journal.pone.0002843 
 
Kube, M., Schneider, B., Kuhl, H., Dandekar, T., Heitmann, K., Migdoll, A.M., Reinhardt, R., Seemüller, 
E. The linear chromosome of the plant-pathogenic mycoplasma 'Candidatus Phytoplasma mali' 
(2008) BMC Genomics, 9. DOI: 10.1186/1471-2164-9-306 
 
Tran-Nguyen, L.T.T., Kube, M., Schneider, B., Reinhardt, R., Gibb, K.S. ComparaCve genome analysis of 
"Candidatus Phytoplasma australiense" (subgroup tuf-Australia I; rp-A) and "Ca. phytoplasma asteris" 
strains OY-M and AY-WB. (2008) Journal of Bacteriology, 190 (11), pp. 3979-3991. DOI: 
10.1128/JB.01301-07 
 
Warren, W.C., Hillier, L.W., Marshall Graves, J.A., Birney, E., PonCng, C.P., Grützner, F., Belov, K., Miller, 
W., Clarke, L., Chinwalla, A.T., Yang, S.-P., Heger, A., Locke, D.P., Miethke, P., Waters, P.D., Veyrunes, F., 
Fulton, L., Fulton, B., Graves, T., Wallis, J., Puente, X.S., López-O�n, C., Ordóñez, G.R., Eichler, E.E., 
Chen, L., Cheng, Z., Deakin, J.E., Alsop, A., Thompson, K., Kirby, P., Papenfuss, A.T., Wakefield, M.J., 
Olender, T., Lancet, D., Hu>ley, G.A., Smit, A.F.A., Pask, A., Temple-Smith, P., Batzer, M.A., Walker, J.A., 



 10 

Konkel, M.K., Harris, R.S., Whi�ngton, C.M., Wong, E.S.W., Gemmell, N.J., Buschiazzo, E., Vargas 
Jentzsch, I.M., Merkel, A., Schmitz, J., Zemann, A., Churakov, G., Ole Kriegs, J., Brosius, J., Murchison, 
E.P., Sachidanandam, R., Smith, C., Hannon, G.J., Tsend-Ayush, E., McMillan, D., A>enborough, R., 
Rens, W., Ferguson-Smith, M., Lefèvre, C.M., Sharp, J.A., Nicholas, K.R., Ray, D.A., Kube, M., Reinhardt, 
R., Pringle, T.H., Taylor, J., Jones, R.C., Nixon, B., Dacheux, J.-L., Niwa, H., Sekita, Y., Huang, X., Stark, A., 
Kheradpour, P., Kellis, M., Flicek, P., Chen, Y., Webber, C., Hardison, R., Nelson, J., Hallsworth-Pepin, K., 
Delehaunty, K., Markovic, C., Minx, P., Feng, Y., Kremitzki, C., Mitreva, M., Glasscock, J., Wylie, T., 
Wohldmann, P., Thiru, P., Nhan, M.N., Pohl, C.S., Smith, S.M., Hou, S., Renfree, M.B., Mardis, E.R., 
Wilson, R.K. Genome analysis of the platypus reveals unique signatures of evoluCon. (2008) Nature, 
453 (7192), pp. 175-183. DOI: 10.1038/nature06936 
 
Saar, K., Beck, A., Bihoreau, M.-T., Birney, E., Brocklebank, D., Chen, Y., Cuppen, E., Demonchy, S., 
Dopazo, J., Flicek, P., Foglio, M., Fujiyama, A., Gut, I.G., Gauguier, D., Guigo, R., Guryev, V., Heinig, M., 
Hummel, O., Jahn, N., Klages, S., Kren, V., Kube, M., Kuhl, H., Kuramoto, T., Kuroki, Y., Lechner, D., Lee, 
Y.-A., Lopez-Bigas, N., Lathrop, G.M., Mashimo, T., Medina, I., Mo>, R., Patone, G., Perrier-Cornet, J.-
A., Platzer, M., Pravenec, M., Reinhardt, R., Sakaki, Y., Schilhabel, M., Schulz, H., Serikawa, T., 
Shikhagaie, M., Tatsumoto, S., Taudien, S., Toyoda, A., Voigt, B., Zelenika, D., Zimdahl, H., Hubner, N. 
SNP and haplotype mapping for geneCc analysis in the rat. (2008) Nature GeneCcs, 40 (5), pp. 560-
566. DOI: 10.1038/ng.124 
 
Reusch, T.B.H., Veron, A.S., Preuss, C., Weiner, J., Wissler, L., Beck, A., Klages, S., Kube, M., Reinhardt, 
R., Bornberg-Bauer, E. ComparaCve analysis of expressed sequence tag (EST) libraries in the seagrass 
Zostera marina subjected to temperature stress. (2008) Marine Biotechnology, 10 (3), pp. 297-309. 
DOI: 10.1007/s10126-007-9065-6 
 
Tanguy, A., Bierne, N., Saavedra, C., Pina, B., Bachère, E., Kube, M., Bazin, E., Bonhomme, F., Boudry, 
P., Boulo, V., Boutet, I., Cancela, L., Dossat, C., Favrel, P., Huvet, A., Jarque, S., Jollivet, D., Klages, S., 
Lapègue, S., Leite, R., Moal, J., Moraga, D., Reinhardt, R., Samain, J.-F., Zouros, E., Canario, A. 
Increasing genomic informaCon in bivalves through new EST collecCons in four species: Development 
of new geneCc markers for environmental studies and genome evoluCon. (2008) Gene, 408 (1-2), pp. 
27-36. DOI: 10.1016/j.gene.2007.10.021 
 
Kube, M., Reinhardt, R., Jakovljevic, V., Jock, S., Geider, K. The genomic sequence of the fire blight 
antagonist Erwinia tasmaniensis compared with virulence regions of E. amylovora. (2008) Acta 
HorCculturae, 793, pp. 141-144. DOI: 10.17660/ActaHorCc.2008.793.17 
 
Warren, W.C., Hillier, L.W., Marshall Graves, J.A., Birney, E., PonCng, C.P., Grützner, F., Belov, K., Miller, 
W., Clarke, L., Chinwalla, A.T., Yang, S.-P., Heger, A., Locke, D.P., Miethke, P., Waters, P.D., Veyrunes, F., 
Fulton, L., Fulton, B., Graves, T., Wallis, J., Puente, X.S., López-O�n, C., Ordó̃ez, G.R., Eichler, E.E., 
Chen, L., Cheng, Z., Deakin, J.E., Alsop, A., Thompson, K., Kirby, P., Papenfuss, A.T., Wakefield, M.J., 
Olender, T., Lancet, D., Hu>ley, G.A., Smit, A.F.A., Pask, A., Temple-Smith, P., Batzer, M.A., Walker, J.A., 
Konkel, M.K., Harris, R.S., Whi�ngton, C.M., Wong, E.S.W., Gemmell, N.J., Buschiazzo, E., Vargas 
Jentzsch, I.M., Merkel, A., Schmitz, J., Zemann, A., Churakov, G., Kriegs, J.O., Brosius, J., Murchison, 
E.P., Sachidanandam, R., Smith, C., Hannon, G.J., Tsend-Ayush, E., McMillan, D., A>enborough, R., 
Rens, W., Ferguson-Smith, M., Lefèvre, C.M., Sharp, J.A., Nicholas, K.R., Ray, D.A., Kube, M., Reinhardt, 
R., Pringle, T.H., Taylor, J., Jones, R.C., Nixon, B., Dacheux, J.-L., Niwa, H., Sekita, Y., Huang, X., Stark, A., 
Kheradpour, P., Kellis, M., Flicek, P., Chen, Y., Webber, C., Hardison, R., Nelson, J., Hallsworth-Pepin, K., 
Delehaunty, K., Markovic, C., Minx, P., Feng, Y., Kremitzki, C., Mitreva, M., Glasscock, J., Wylie, T., 
Wohldmann, P., Thiru, P., Nhan, M.N., Pohl, C.S., Smith, S.M., Hou, S., Nefedov, M., De Jong, P.J., 
Renfree, M.B., Mardis, E.R., Wilson, R.K. Genome analysis of the platypus reveals unique signatures of 
evoluCon (Nature (2008) 453, (175-183)). (2008) Nature, 455 (7210), p. 256. DOI: 
10.1038/nature07253 
 



 11 

Clark, M.S., Thorne, M.A.S., Purać, J., Grubor-Lajšić, G., Kube, M., Reinhardt, R., Worland, M.R. 
Surviving extreme polar winters by desiccaCon: Clues from ArcCc springtail (Onychiurus arc<cus) EST 
libraries. (2007) BMC Genomics, 8. DOI: 10.1186/1471-2164-8-475 
 
Roeding, F., Hagner-Holler, S., Ruhberg, H., Ebersberger, I., von Haeseler, A., Kube, M., Reinhardt, R., 
Burmester, T. EST sequencing of Onychophora and phylogenomic analysis of Metazoa. (2007) 
Molecular PhylogeneCcs and EvoluCon, 45 (3), pp. 942-951. DOI: 10.1016/j.ympev.2007.09.002 
 
Kube, M., Schneider, B., Reinhardt, R., Seemüller, E. First look into the genome sequence of 
'Candidatus Phytoplasma mali' in comparison to 'Candidatus Phytoplasma asteris' strains OY-M and 
AY-WB. (2007) BulleCn of Insectology, 60 (2), pp. 113-114.  
 
Tran-Nguyen, L., Kube, M., Schneider, B., Reinhardt, R., Gibb, K. An overview of the genome sequence 
of 'Candidatus Phytoplasma australiense' - Australian strain. (2007) BulleCn of Insectology, 60 (2), pp. 
111-112.  
 
Knaust, F., Kube, M., Reinhardt, R., Rabus, R. Analyses of the vrl gene cluster in Desulfococcus 
mul<vorans: Homologous to the virulence-associated locus of the ovine footrot pathogen 
Dichelobacter nodosus strain A198. (2007) Journal of Molecular Microbiology and Biotechnology, 13 
(1-3), pp. 156-164. DOI: 10.1159/000103607 
 
Richter, M., Kube, M., Bazylinski, D.A., Lombardot, T., Glöckner, F.O., Reinhardt, R., Schüler, D. 
ComparaCve genome analysis of four magnetotacCc bacteria reveals a complex set of group-specific 
genes implicated in magnetosome biomineralizaCon and funcCon. (2007) Journal of Bacteriology, 189 
(13), pp. 4899-4910. DOI: 10.1128/JB.00119-07 
 
Bauer, M., Kube, M., Teeling, H., Richter, M., Lombardot, T., Allers, E., Würdemann, C.A., Quast, C., 
Kuhl, H., Knaust, F., Woebken, D., Bischof, K., Mussmann, M., Choudhuri, J.V., Meyer, F., Reinhardt, R., 
Amann, R.I., Glöckner, F.O. Whole genome analysis of the marine Bacteroidetes 'Gramella forse<i' 
reveals adaptaCons to degradaCon of polymeric organic ma>er. (2006) Environmental Microbiology, 8 
(12), pp. 2201-2213. DOI: 10.1111/j.1462-2920.2006.01152.x 
 
Muzny, D.M., Scherer, S.E., Kaul, R., Wang, J., Yu, J., Sudbrak, R., Buhay, C.J., Chen, R., Cree, A., Ding, 
Y., Dugan-Rocha, S., Gill, R., Gunaratne, P., Harris, R.A., Hawes, A.C., Hernandez, J., Hodgson, A.V., 
Hume, J., Jackson, A., Khan, Z.M., Kovar-Smith, C., Lewis, L.R., Lozado, R.J., Metzker, M.L., 
Milosavljevic, A., Miner, G.R., Morgan, M.B., Nazareth, L.V., Sco>, G., Sodergren, E., Song, X.-Z., 
Steffen, D., Wei, S., Wheeler, D.A., Wright, M.W., Worley, K.C., Yuan, Y., Zhang, Z., Adams, C.Q., Ansari-
Lari, M.A., Ayele, M., Brown, M.J., Chen, G., Chen, Z., Clendenning, J., Clerc-Blankenburg, K.P., Chen, 
R., Chen, Z., Davis, C., Delgado, O., Dinh, H.H., Dong, W., Draper, H., Ernst, S., Fu, G., Gonzalez-Garay, 
M.L., Garcia, D.K., Gille>, W., Gu, J., Hao, B., Haugen, E., Havlak, P., He, X., Hennig, S., Hu, S., Huang, 
W., Jackson, L.R., Jacob, L.S., Kelly, S.H., Kube, M., Levy, R., Li, Z., Liu, B., Liu, J., Liu, W., Lu, J., 
Maheshwari, M., Nguyen, B.-V., Okwuonu, G.O., Palmeiri, A., Pasternak, S., Perez, L.M., Phelps, K.A., 
Plopper, F.J.H., Qiang, B., Raymond, C., Rodriguez, R., Saenphimmachak, C., SanCbanez, J., Shen, H., 
Shen, Y., Subramanian, S., Tabor, P.E., Verduzco, D., Waldron, L., Wang, J., Wang, J., Wang, Q., 
Williams, G.A., Wong, G.K.-S., Yao, Z., Zhang, J., Zhang, X., Zhao, G., Zhou, J., Zhou, Y., Nelson, D., 
Lehrach, H., Reinhardt, R., Naylor, S.L., Yang, H., Olson, M., Weinstock, G., Gibbs, R.A. The DNA 
sequence, annotaCon and analysis of human chromosome 3. (2006) Nature, 440 (7088), pp. 1194-
1198. DOI: 10.1038/nature04728 
 
Meyerdierks, A., Kube, M., Lombardot, T., Kni>el, K., Bauer, M., Glöckner, F.O., Reinhardt, R., Amann, 
R. Insights into the genomes of archaea mediaCng the anaerobic oxidaCon of methane. (2005) 
Environmental Microbiology, 7 (12), pp. 1937-1951. DOI: 10.1111/j.1462-2920.2005.00844.x 
 



 12 

Ricke, P., Kube, M., Nakagawa, S., Erkel, C., Reinhardt, R., Liesack, W. First genome data from 
uncultured upland soil cluster alpha methanotrophs provide further evidence for a close phylogeneCc 
relaConship to Methylocapsa acidiphila B2 and for high-affinity methanotrophy involving parCculate 
methane monooxygenase. (2005) Applied and Environmental Microbiology, 71 (11), pp. 7472-7482.  
DOI: 10.1128/AEM.71.11.7472-7482.2005 
 
Ullrich, S., Kube, M., Schübbe, S., Reinhardt, R., Schüler, D. A hypervariable 130-kilobase genomic 
region of Magnetospirillum gryphiswaldense comprises a magnetosome island which undergoes 
frequent rearrangements during staConary growth. (2005) Journal of Bacteriology, 187 (21), pp. 
7176-7184. DOI: 10.1128/JB.187.21.7176-7184.2005 
 
Kube, M., Beck, A., Zinder, S.H., Kuhl, H., Reinhardt, R., Adrian, L. Genome sequence of the 
chlorinated compound-respiring bacterium Dehalococcoides species strain CBDB1. (2005) Nature 
Biotechnology, 23 (10), pp. 1269-1273. DOI: 10.1038/nbt1131 
 
Mussmann, M., Richter, M., Lombardot, T., Meyerdierks, A., Kuever, J., Kube, M., Glöckner, F.O., 
Amann, R. Clustered genes related to sulfate respiraCon in uncultured prokaryotes support the theory 
of their concomitant horizontal transfer. (2005) Journal of Bacteriology, 187 (20), pp. 7126-7137. DOI: 
10.1128/JB.187.20.7126-7137.2005 
 
Gade, D., Theiss, D., Lange, D., Mirgorodskaya, E., Lombardot, T., Glöckner, F.O., Kube, M., Reinhardt, 
R., Amann, R., Lehrach, H., Rabus, R., Gobom, J. Towards the proteome of the marine bacterium 
Rhodopirellula bal<ca: Mapping the soluble proteins. (2005) Proteomics, 5 (14), pp. 3654-3671.  
DOI: 10.1002/pmic.200401201 
 
Ivens, A.C., Peacock, C.S., Worthey, E.A., Murphy, L., Aggarwal, G., Berriman, M., Sisk, E., Rajandream, 
M.-A., Adlem, E., Aert, R., Anupama, A., Apostolou, Z., A�poe, P., Bason, N., Bauser, C., Beck, A., 
Beverley, S.M., Bianche�n, G., Borzym, K., Bothe, G., Bruschi, C.V., Collins, M., Cadag, E., Ciarloni, L., 
Clayton, C., Coulson, R.M.R., Cronin, A., Cruz, A.K., Davies, R.M., De Gaudenzi, J., Dobson, D.E., 
Duesterhoez, A., Fazelina, G., Fosker, N., Frasch, A.C., Fraser, A., Fuchs, M., Gabel, C., Goble, A., 
Goffeau, A., Harris, D., Hertz-Fowler, C., Hilbert, H., Horn, D., Huang, Y., Klages, S., Knights, A., Kube, 
M., Larke, N., Litvin, L., Lord, A., Louie, T., Marra, M., Masuy, D., Ma>hews, K., Michaeli, S., Mo>ram, 
J.C., Müller-Auer, S., Munden, H., Nelson, S., Norbertczak, H., Oliver, K., O'Neil, S., Pentony, M., Pohl, 
T.M., Price, C., Purnelle, B., Quail, M.A., Rabbinowitsch, E., Reinhardt, R., Rieger, M., Rinta, J., Robben, 
J., Robertson, L., Ruiz, J.C., Ru>er, S., Saunders, D., Schäfer, M., Schein, J., Schwartz, D.C., Seeger, K., 
Seyler, A., Sharp, S., Shin, H., Sivam, D., Squares, R., Squares, S., Tosato, V., Vogt, C., Volckaert, G., 
Wambu>, R., Warren, T., Wedler, H., Woodward, J., Zhou, S., Zimmermann, W., Smith, D.F., Blackwell, 
J.M., Stuart, K.D., Barrell, B., Myler, P.J. The genome of the kinetoplasCd parasite, Leishmania major 
(2005) Science, 309 (5733), pp. 436-442. DOI: 10.1126/science.1112680 
 
Erkel, C., Kemnitz, D., Kube, M., Ricke, P., Chin, K.-J., Dedysh, S., Reinhardt, R., Conrad, R., Liesack, W. 
Retrieval of first genome data for rice cluster I methanogens by a combinaCon of culCvaCon and 
molecular techniques. (2005) FEMS Microbiology Ecology, 53 (2), pp. 187-204. DOI: 
10.1016/j.femsec.2004.12.004 
 
Kube, M., Beck, A., Meyerdierks, A., Amann, R., Reinhardt, R., Rabus, R. A catabolic gene cluster for 
anaerobic benzoate degradaCon in methanotrophic microbial Black Sea mats. (2005) SystemaCc and 
Applied Microbiology, 28 (4), pp. 287-294. DOI: 10.1016/j.syapm.2005.02.006 
 
Kühner, S., Wöhlbrand, L., Fritz, I., Wruck, W., Hultschig, C., Hufnagel, P., Kube, M., Reinhardt, R., 
Rabus, R. Substrate-dependent regulaCon of anaerobic degradaCon pathways for toluene and 
ethylbenzene in a denitrifying bacterium, strain EbN1. (2005) Journal of Bacteriology, 187 (4), pp. 
1493-1503. DOI: 10.1128/JB.187.4.1493-1503.2005 



 13 

 
Rabus, R., Kube, M., Heider, J., Beck, A., Heitmann, K., Widdel, F., Reinhardt, R. The genome sequence 
of an anaerobic aromaCc-degrading denitrifying bacterium, strain EbN1. (2005) Archives of 
Microbiology, 183 (1), pp. 27-36. DOI: 10.1007/s00203-004-0742-9 
 
Abdellah, Z., Ahmadi, A., Ahmed, S., Aimable, M., Ainscough, R., Almeida, J., Almond, C., Ambler, A., Ambrose, K., Ambrose, K., Andrew, R., Andrews, D., Andrews, N., Andrews, D., Apweiler, E., Arbery, H., Archer, B., Ash, G., AshcroD, K., Ashurst, J., Ashwell, R., Atkin, D., Atkinson, A., Atkinson, B., AGwood, J., Aubin, K., Auger, K., Avis, T., Babbage, A., Babbage, S., Bacon, J., 
Bagguley, C., Bailey, J., Baker, A., Banerjee, R., Bardill, S., Barker, D., Barker, G., Barker, D., Barlow, K., Baron, L., BarreG, A., BartleG, R., Basham, D., Basham, V., Bateman, A., Bates, K., Baynes, C., Beard, L., Beard, S., Beare, D., Beasley, A., Beasley, H., Beasley, O., Beck, S., Bell, E., Bellerby, D., Bellerby, T., Bemrose, R., BenneG, J., Bentley, D., Bentley, A., Berks, M., Berks, M., 
Bethel, G., Bird, C., Birney, E., Bissell, H., Blackburne-Maze, S., Blakey, S., Bolton, C., Bonfield, J., BonneG, R., Border, R., Bradley, A., Brady, N., Bray, J., Bray-Allen, S., Bridgeman, A., Brook, J., Brooking, S., Brown, A., Brown, C., Brown, J., Brown, M., Brown, M., Bruskiewich, R., Bryant, J., Buck, D., Buckle, V., Budd, C., Buller, S., Burberry, J., Burford, D., Burgess, J., Burrill, W., 
Burrows, C., Burton, J., Burton, C., Butcher, P., Butler, A., Cairns, M., Camm, N., Campbell, C., Canning, B., Carder, C., Carder, P., Carter, N., Cavanna, T., Chalk, S., Chan, K., Chapman, J., Charles, R., Chillingworth, N., Chothia, T., Chui, C., Clack, R., Clamp, M., Clark, A., Clark, G., Clark, K., Clark, S., Clark, S., Clark, R., Clarke, B., Clarke, E., Clarke, K., Clarke, A., Clarke, L., Clee, C., 
Clegg, S., Clifford, K., Coates, J., Cobley, V., Coffey, A., Coggill, P., Cole, L., Collier, R., Collings, S., Collins, J., Collins, P., Colman, L., Connolly, A., Connor, R., Conquer, J., Conroy, D., Constance, D., Cook, L., Cooper, J., Cooper, R., Cooper, R., Coppola, M., Copsey, T., Corby, N., Cornell, L., Cornell, R., Cornell, C., CoGage, A., Coulson, A., Coville, G., Cox, A., Cox, T., Coxhill, R., Craig, M., 
Crane, T., Crawley, M., Crew, V., Cuff, J., Culley, K., Cummings, A., Cummings, K., Cummings, P., Curran, A., Curwen, V., CuGs, J., Daniels, R., Davidson, L., Davies, J., Davies, J., Davies, N., Davies, R., Davis, J., Davis, J., Davis, M., Dawson, E., Deadman, R., Dean, P., Dear, S., Dearden, F., Delgado, M., Deloukas, P., Dennis, J., Dhami, P., Dibling, C., Dobbs, R., Dobson, R., Dockree, C., 
Doddington, D., Dodsworth, S., DoggeG, N., Down, T., Dunham, A., Dunham, I., Dunn, A., Dunn, M., Durbin, R., Durham, J., DuGa, I., Dwyer, R., Dyer, L., Earthrowl, M., Eastham, T., Eastham, E., Edwards, C., Edwards, K., Ellington, A., EllioG, D., Ellwood, M., Emberson, B., Errington, H., Evans, G., Evans, J., Evans, K., Evans, R., Eyras, E., Faulkner, L., Fellingham, C., Feltwell, T., 
Fennell, S., Finn, R., Flack, T., Felming, C., Fleming, K., Flint, J., Flint, M., Floyd, Y., Footman, S., Fowler, J., Frame, D., Francis, M., Francis, S., Frankish, A., Frankland, J., Fraser, A., Fraser, D., French, L., Fricker, D., Frost, D., Frost, J., Frost, L., Frost, C., Fuller, L., Fullerton, K., Gardner, A., Garner, P., GarneG, J., Gatland, L., Gatland, L., Ghori, J., Gibbs, B., Gibson, D., Gibson, E., 
Gilbert, J., Gilby, L., Gillson, C., Glithero, R., Gooderham, A., Gorton, M., GraZam, D., Grant, M., Grant, S., Gray, I., Gray, E., Green, L., Greenhalgh, J., Greenhill, J., Griffiths-Jones, S., Gregg, P., Gregory, S., Gribble, S., Griffiths, C., Griffiths, E., Griffiths, M., Grocock, R., Guthrie, I., Gwilliam, R., Hall, R., Halls, K., Hall-Tamly, G., HamleG, J., Hammond, S., Hancock, J., Harding, A., 
Harley, J., Harper, D., Harper, G., Harper, P., Harradence, G., Harrison, C.-L., Harrison, E., Harrison, R., Hart, E., Hassan, D., Hawkins, N., Hawley, K., Hayes, K., Heath, P., HeathcoG, R., Hembry, C., Henderson, C., Herd, T., HewiG, S., Higgs, D., Hillyard, G., Hinkins, R., Ho, S.-J., Hodgson, D., Hoffs, M., Holden, J., Holdgate, J., Holloway, E., Holmes, I., Holmes, S., Holroyd, S., Hooper, 
A., Hopewell, L., Hopkins, B., HorneG, G., Hornsby, G., Hornsby, T., Horsley, S., Horton, R., Howard, P., Howden, P., Howe, K., Howell, G., Hubbard, T., Huckle, E., Hughes, J., Hughes, J., Hull, L., Hummeric, H., Humphray, S., Humphries, M., Hunt, A., Hunt, P., Hunt, S., Hunter, G., Hyde, D., Ince, M., Isherwood, J., Iyer, V., IzaG, J., Izmajlowicz, M., Jareborg, N., Jassal, B., Jeffery, G., 
Jeffery, K., Jeffrey, C., Jekosch, K., Jenkins, L., Johansen, T., Johnson, C., Johnson, C., Johnson, D., Jolley, K., Jones, A., Jones, C., Jones, J., Jones, M., Jones, M., Jones, S., Joseph, S., Joy, A., Joy, L., Joy, V., Joyce, G., Jubb, M., Karunaratne, K., Kay, M., Kaye, D., Kearney, L., Keenan, S., Kelley, S., Kershaw, J., KeGleborough, R., Kidd, C., Kierstan, P., Kimberley, A., King, A., Kingsley, S., 
Kingswood, C., Klingle, G., Knights, A., Korf, I., Krogh, A., Lad, H., Laidlaw, P., Laing, M., Laird, G., Lambart, C., Lamble, R., Langford, C., Larke, B., Lau, T., Lawlor, S., Leather, S., Lehvaslaiho, M., Lemke, J., Leonard, S., Leongamornlert, D., Leversha, M., Lightning, J., Lindsay, S., Line, M., Linsdell, S., LiGle, P., Lloyd, C., Lloyd, D., Lock, V., Lock, W., Lodziak, A., Longden, I., Loraine, H., 
Lord, R., Loveland, J., Lovell, J., Lye, G., MarrioG, N., Marrone, A., Marsden, P., Marsh, V., Mar\n, M., Mar\n, S., Maslen, G., Mason, D., MaGhews, L., MaGhews, P., MaGhews, N., Maynard, M., McCann, O., McClay, J., McCollum, C., McConnachie, L., McDonald, B., McDonald, L., McDowall, J., McGuire, S., McKeown, C., McLaren, S., McLay, K., McLean, J., McMurdo, J., 
McMurray, A., McMurray, D., McWilliams, N., Mehta, N., Meidl, P., Menuge, N., Mercer, S., Miah, A., Micklem, G., Miles, S., Milne, S., Mistry, D., Mistry, S., Mitchell, J., Mitchell, J., Mohammadi, M., Molina, C., Mooney, P., Moore, M., Moreland, A., Mor\more, B., MoG, R., Mullenger, I., Mullikin, J., Munday, B., Munday, E., Mungall, A., Murnane, C., Murrell, K., Myers, A., 
Negus, D., Ng, B., NibleG, D., Nicholson, J., Nickerson, T., Nijjar, S., Ning, Z., Nisbet, J., Novik, K., Odell, C., O'donovan, D., Ogbighele, F., Oinn, T., Oliver, H., Oliver, K., Orbell, H., Osborn, A., Osborne, J., Overton-Larty, E., Palmer, S., Pandian, R., Parker, A., Parkin, C., Parkin, K., Parry-Brown, G., Patel, D., Patel, R., Pearce, A., Pearson, D., Peck, A., Peck, R., Peden, J., Pelan, S., Percy, 
C., Perito, A., Perrault, I., Peters, A., PeGeG, R., Phillimore, B., Phillips, K., Phillips, S., PlaG, D., Playford, E., Plumb, B., Pocock, M., Porter, K., Porter, T., PoGer, C., PoGer, S., Powell, D., Prathalingham, R., Prigmore, E., Quail, M., Quarrie, H., Quince, C., Qureshi, M., Ramsay, H., Ramsey, Y., Ranby, S., Rance, R., Rand, V., Ra_ord, J., Ra_ord, L., Read, D., Redhead, D., Redon, R., 
Rees, C., Reid, M., Reinhardt, A., Rice, A., Rice, C., Rice, P., Richard, S., Richardson, S., Ridler, K., Riethoven, L., Rigby, R., Robinson, M., Rochford, R., Rogers, J., Rogers, L., Ross, H., Ross, M., Rule, A., Rule, J., Russell, B., RuGer, J., Safdar, K., Salter, N., Santoyo-Lopez, J., Saunders, D., ScoG, C., ScoG, D., ScoG, I., Seager, F., Searle, M., Searle, P., Searle, S., Sehra, H., Shakespeare, J., 
Shardelow, J., Sharp, G., Shaw, T., Shaw-Smith, C., Shearing, J., Sheppard, K., Sheppard, R., Sheridan, E., Shownkeen, R., Silk, R., Sims, M., Sims, S., Sivadasan, S., Skuce, C., Smink, L., Smith, A., Smith, L., Smith, L., Smith, M., Smith, R., Smith, S., Smith, J., Sneath, H., Soderlund, C., Solovyev, V., Sonnhammer, E., Sotheran, E., Spooner, W., Spraggon, L., Squares, J., Squares, S., 
Stables, M., Stalker, J., Stamford, S., Stammers, M., Steingruber, H., Stephens, Y., Steward, C., Stewart, A., Stewart, M., S\ll, I., Stock, M., Stoppard, L., Storey, P., Storey, R., Stowe, S., Strachan, C., Strachan, G., Stribling, C., Sturdy, J., Sulston, J., Swainson, C., Swann, M., Swarbreck, D., Sycamore, N., Tagney, M., Tan, S., Tarling, E., Taylor, A., Taylor, G., Taylor, K., Taylor, R., Taylor, 
S., Taylor, S., Tee, L., Tester, J., Theaker, A., Thexton, D., Thomas, C., Thomas, D., Thomas, K., Thomas, R., Thommai, R., Thorpe, A., Thorpe, K., Threadgold, G., Thurston, S., Tinsley, E., Tracey, A., Travers, J., Tromans, A., Tubby, B., Tufarelli, C., Turney, K., Upson, D., Van Helmond, Z., Vaudin, M., Viknaraja, R., Vine, W., Voak, P., Vollenhoven, D., Walker, S., Wall, M., Wallis, J., 
Wallis, M., Warren, G., Warry, G., Watson, A., WaG, N., Webb, A., Webb, J., Weir, J., Wells, A., Wells, S., Welton, R., West, P., West, T., Wheatley, A., Wheatley, C., Wheeler, G., Whitaker, H., White, A., White, A., White, B., White, J., White, S., Whitehead, S., Whiteley, M., WhiGaker, P., WhiGaker, A., Widaa, S., Wild, A., Wilkinson, J., Wilkinson, P., Willey, D., Williams, A., 
Williams, B., Williams, L., Williamson, H., Wilmer, T., Wilming, L., Wilson, B., Wilson, G., Wilson, M., Wilson, N., Wilson, S., Wilson, W., Wilson, P., Window, P., Winster, J., Winzar, C., WiG, J., Wobus, F., Wood, E., Wood, J., Woodeson, S., Woodfine, K., Woodhouse, R., Woodmansey, R., Wooster, R., Wray, M., Wray, P., Wright, C., Wright, K., Wright, D., WyaG, J., Xie, J., Young, L., 
Young, S., Younger, R., Zhao, S., AbboG-Ozersky, A., Isak, A., Berghoff, A., Reily, A.D., Holmes, A., Levy, A., Van Brunt, A., Sabo, A., Harris, A., Desai, A., Chinwalla, A., Tin-Wollam, A.M., Lamar, B., Mailey, B., Richard Harkins, C., Wagner-Mcpherson, C., Marquis-Homeyer, C., Fronick, C., Tomlinson, C., Pearman, C., Nguyen, C., Wang, C., Kremitzki, C., Pohl, C., Strong, C., Layman, 
D., Bentley, D., Blasiar, D., Dooling, D., Buatsi, D., Johnson, D., Belter, E.A., Jr., Paulson, E., Mardis, E.R., Boatright, E., Goyea, E., Du, F., Hu, G., EllioG, G., Bradshaw-Cordum, H., Du, H., Sun, H., Randolph, J., Carter, J., Waligorski, J.E., Maas, J., Woessner, J., Edwards, J., Murray, J., Randall-Maher, J., Nelson, J., Kalicki-Veizer, J., Ali, J., McPherson, J., Spieth, J., Wallace, J., 
Armstrong, J., Heyen, J., Carpenter, K., Kang, K., Mead, K., ScoG, K., Delhaunty, K., Schatzkamer, K.L., Wylie, K., Haglund, K., Hallsworth-Pepin, K., Kim, K., Oddy, L., Hillier, L., Courtney, L.P., Caruso, L., Trani, L., Ding, L., Fulton, L.A., Cedroni, M., Marra, M., Johnson, M., Yoakum, M., Cordes, M., Radionenko, M., Becker, M., McLellan, M.D., Nhan, M., Wendl, M., Sekhon, M., 
Miller, N., Grewal, N., Shah, N., Berkowicz, N., Minx, P.J., Wohldmann, P., Latreille, P., Ozersky, P., Sinha, P., Maupin, R., Meyer, R., Meyer, R., Wilson, R.K., Fulton, R.S., Waterston, R.H., CliDon, S.W., Kohlberg, S., Jaeger, S., Yang, S.-P., AbboG, S., Mar\nka, S., Kruchowski, S.S., Swearengen-Shahid, S., Leonard, S., Hou, S., GaGung, S., Andrews, S., Chissoe, S., Rock, S.M., Bieri, T., 
Rohlfing, T., Graves, T.A., Gaige, T., Miner, T., Nash, W., Shotland, Y., Lander, E.S., Nusbaum, C., Birren, B., Lindblad-Toh, K., Mesirov, J.P., Nicol, R., Zody, M.C., Chang, J.L., Cuomo, C.A., Dewar, K., Fitzgerald, M., Jaffe, D.B., Yang, X., Abouelleil, A., Allen, N.R., Arachchi, H., Baldwin, J., Bloom, T., Borowsky, M., Boukhgalter, B., Butler, J., Chazaro, B., Citroen, M., Cook, A., Corum, B., 
Dearellano, K., Dooley, K., Dorris, L., Endrizzi, M., Erickson, J., Gearin, G., Gnerre, S., Gnirke, A., Hafez, N., Hagopian, D., Hall, J., Hosage-Norman, C., Jones, C., Kamal, M., Kamat, A., Kodira, C., Kuharic, P., Labub, K., Lai, T., Lehoczky, J., Levine, R., Liu, X., Lokyitsang, T., Lui, A., MabbiG, R., Macdonald, P., Major, J., Manning, J., Marinelli, L., MaGhews, C.D., Mauceli, E., Mihalev, 
A., Munson, G., Naylor, J., Nguyen, C., O'donnell, P., O'leary, S., O'neill, K., Parker, S., Piqani, B., Rachupka, A., Ramasami, U., Raymond, C., Rodriguez, J., Schupbach, R., Seaman, C., Sharpe, T., Sheridan, A., Smith, C., Sougnez, C., Stone, S., Stubbs, M., Talamas, J., Tenzin, P., Topham, K., Towey, S., Venkataranan, V., WhiGaker, C., Zimmer, A., Adekoya, E., Ait-Zahra, M., Ali, A., 
Allen, T., Anderson, M., Anderson, S., Armbruster, J., Bachatsang, P., Bayul, T., Blitshsteyn, B., Blye, J., Boguslavskiy, L., Camarata, J., Campo, K., Cheshatsang, Y., Collymore, A., Considine, T., Cooke, P., David, R., Dawoe, T., Degray, S., Dhongsar, C., Dorje, P., Dorjee, K., Duffy, N., Dupes, A., Farina, A., Faro, S., Ferriera, P., Fischer, H., Fisher, S., Foley, K., Gage, D., Gardyna, S., 
Gordon, S., GoyeGe, A., Graham, J., Grandbois, E., Gyaltsen, K., Hagos, B., Hatcher, B., Heaford, A., Heller, A., Honan, T., Houde, N., Hughes, L., Hulme, B., Iliev, I., Kells, C., Kieu, A., Kisner, P., Lama, D., Landers, T., Leger, J.P., Lewis, D., Lewis, T., Lokyitsang, Y., Maclean, C., Marabella, D., Maru, K., McCarthy, M., McGhee, T., Meldrim, J., Meneus, L., Mihova, T., Mlenga, V., 
Mulrain, L., Newes, C., Nguyen, N., Nguyen, T., Norbu, C.D., Norbu, N., Okoawo, O., O'loughlin, J., Omotosho, B., Osman, S., Phulchung, T., Phunkang, P., Pierre, N., Rameau, R., Ray, V., Rise, C., Rogov, P., Seaman, S., Sherpa, N., Spencer, B., Stalker, J., Stange-Thomann, N., Stavropoulos, S., Stetson, K., Stone, C., Tchuinga, P., Tesfaye, S., Theodore, J., Thoulutsang, Y., Tsamla, T., 
Tsomo, N., Valle, D., Vassiliev, H., Veil, R., Vo, A., Wangchuck, T., Wangdi, T., Wyman, D., Yadav, S., Yeager, S., Yeshitela, R.R., Young, G., Zainoun, J., Zembeck, L., Abrajano, A., Adam, C., Adamson, A., Aerts, A., Aggarwal, A., Alcivare, D., Alegria, M., Allegria-Hartmann, M., Alleman, J., Allen, S., Altherr, M.R., Amemiya, C., Amico-Keller, G., Andora, J., Andredesz, C., Andriese, T., 
Apostolou, S., Arcaina, T., Arcaina, M., Arellano, A., Arellano-Jones, P., Ashworth, L.K., Aslanidis, C., Asuncion, L., Abx, C., Avila, A., Avila, J., Bach, P., Badri, H., Bajorek, E., Baker, M., Baker, R., Baker, D., Bakis, M., Banda, M., Basu, S., Batzer, M., Baumohl, J., Beall, K., Beaucham, L., Bell, G.I., Benke, J., Benner, W., Bensasson, D., Bercovitz, J., Bergmann, A., Beugelsdijk, T.J., 
Bhakta, R., Bituin, A., Black, S., Blazej, R., Blumer, H., Boehm, J., Boen, J., Bondoc, M., Bowen, E., Brandriff, B.F., Brannon, W., Branscomb, E., Brebn, T., Bridgers, M., Brokstein, P., Brown, N.C., Bruce, R., Bruce, D.C., Bruno, W.J., Bryant, J.E., Buckingham, J.M., Bulbul, K., Bunker, N., Burgin, M., Burkhart-Schultz, K., Butler, P., Caenepeel, S., Callen, D.F., Campbell, C.S., Campbell, 
E.W., Campbell, M.L., Caoile, C., Cardenas, L., Cardenas, F., Carrano, A.V., Carriere, J., Cepeda, M., Chain, P., Challacombe, J.F., Chan, Y.M., Chapman, J., Chapple, J., Chasteen, L.A., Chavarria, S., Chen, J., Chen, R., Chen, C., Cheng, J.-F., Chertkov, O., Chi, H.C., Chin, S., Chinn, C., Chiu, S., Christensen, M., Chung, A., Cinkowsky, M.J., Clark, L., Clark, L.M., Cleveland, D., Cofield, J., 
Cohn, J.D., Colayco, R., Combs, J., Comstock, R., Connolly, K., Copeland, A., Cordray, R., Cornell, E., CoGon, S., Couronne, O., Critchlow, T., Critz, P., Cummings, S., Dalin, E., Danganan, L., Daum, C., Davidson, S., Davis, C., Deaven, L.L., Deere, K., Degusta, D., Deguzman, M., Dehal, P., De Jong, P., Denys, M., DeGer, J.C., Devlin, L., Dias, J., Dias, V., Dibartolo, G., Dickson, M., Dietz-
Band, J., Digennaro, R., Dilts, K., Dimitrijevic-Bussod, M., Dixon, K., Do, L., DoggeG, N.A., Dong, K., DorseG, V., Duarte, S., Dubchak, I., Dunwell, E., Eichler, E., Elkin, C., EllioG, J., van den Engh, G., Engle, D., Erler, A.M., Escobar, J., Eveleth, G., FawceG, J.J., Ferguson, A., Fer\Ga, A., Fey, J., Fidel, P., Fields, E., Fink, M., Fischer, L., Fitch, P., Flanagan, J., Flowers, D., Folta, P., Fong, J., 
Ford, A.F., Fotopulos, D., Fourcade, M., Fox, J., Frankel, K., Frazier, M., Fridlyand, J., Fuller, S., Gallegos, C., Galvez, M., Gammon, S., Garcia, E., Garcia, C., Garcia-Mar\nez, A., Garduno, C., Garnes, J.A., Gatewood, J.M., Gebreyesus, B., Gelein, C., Gelpke, M., Georgescu, A., Geo\na, A., Gifford, M., Gil, I., Gilna, P., Gingrich, J., Giovanelli, K., Glavina, T., Gold, D., Golinveaux, K., 
Gomez, M., Gonzales, E., Goodstein, D., Goodwin, L.A., Gordon, L.A., Gordon, C., Gorvad, A., Gould, C., Grady, D.L., Grant, J., Gray, B., Griffith, J.K., Grigoriev, I., Grimwood, J., Groza, M., Guarin, H., Guel, M., Gunning, K., Guo, J., Ha, C., Haim, A., Hajek, P., Hamilton, M., Hammon, N., Hammond, S., Hamza, K., Han, S., Hawkins, T., Haydu, L., Helfenbein, K., Hellsten, U., 
Henderson, N., Hendrix, D., Henning, K., Hepa, V., Herman, C., Hildebrand, C.E., Ho, I., Hoffman, S.M.G., Holtz, A., Holtzer, C., Hosseini, R., Huang, K., Huang, W., Huang, Z., Hue, H., Hughes-Hull, H., Humphries, D., Hunter, R., II, Hupman, M., Huynh, S., Imbro, P., Inacio, N., Ingram, D., Israni, S., Jacintho, M., Jackson, T., Jaklevic, J., Jaklevic, M., JeG, J., JeweG, P.E., Jin, J., 
Johnson, L., Johnson, S., Johnson, G., Jones, M.D., Jones, M., Jordan, Y., Jung, E., Kadner, K., Kahsai, O., Kale, P., Kapur, H., Keen, G., Kegelmeyer, L., Kegg, L., Keys, D., Khan, A., Khine, S., Kim, J., Kim, J., Kimball, H., Kimmerly, W., Knill, E.H., Knorr, D., Kobayashi, A., Kolbe, W., Krawczyk, M.-C., Kremmidio\s, G., Kronmiller, B., Kubischta, D., Kuehl, J., Kuhn, C., Kwan, C., Kyle, A., 
Lacombe, A., Lafrades, M., Lam, M., Lam, E., Lamerdin, J.E., Lansang, C., Lao, V., Lapidus, A., Lato, B., Lee, L., Lee, P., Lee, J.H., Lee, D., Lee, B.-I., Lehman, K., Lennon, G., Lesar, K., Lewis, K., Leyba, T., Lieuallen, K., Lindo, K., Lindquist, K., Lindstrom, K., Linkowski, A., Liu, J.M., Liu, S., Llewellyn-Silva, C., Lobb, R., Longmire, J.L., Lopez, F., Lopez, J., Lou, Y., Lowenstein, M.G., Lowry, 
S., Lucas, R., Lucas, S., Ludeman, T., Lundgren, L., Lynch, D., Ma, G., Machrus, M., Macht, M., Macken, C.A., Madabhushi, R., Magner, Mahmoodi, V., Mahnke, R., Malfab, S., Maltbie, M.L., Manohar, C., Mariano, M., Mark, G.A., Marr, T.G., Marroquin, C., Mar\n, C., Mar\n, J., Mar\nez, M., Mar\nez, D., Masood, H., Maunes, C., McCormick, M.K., McCready, P., McGurn, P., 
McMurray, K., McMurray, K.L., McNinch, J., Medina, C., Meincke, L.J., Mercado, G., Mieczkowski, C., Mier, M., Miguel, T., Mihalkanin, D., Miller, C., Miller, D., Miner, S., Misra, M., Mi\na, S., Mohrenweiser, H., Monforte, J., Montgomery, M., Morgan, J., Morton, J., Moyzis, R.K., Mukherjee, S., Mundt, M.O., Chris\ne Munk, A., Munk, C.A., Murphy, M., Murray, C., Myers, R., 
Nandkeshwar, R., Naranjo, C.M., Nelson, D.A., Nelson, C., Nelson, W., Nelson, D.O., Nelson, K., Neunkirch, J., Newman, A., Ng, T., Nguyen, L.-T.D., Nguyen, H., Nguyen, L., Nivens, A., Nolan, M., Nowlin, L., Oddone, P., Olivas, J., Olsen, A.S., Ovcharenko, I., Ow, D., Pace, P., Pack, E., Padki, A., Palaniappan, K., Palazzolo, M., Parson-Quintana, B., Patel, S., Pecherer, R.M., Peng, V., 
Peng, Y., Peng, Z., Pennacchio, L.A., Perrier, R., Pesavento, B., Petermann, K., Peters, L., Peterson, E.T., Peterson, E., Peterson, A., Pfeiffer, J., Phan, H., Piscia, C., Pitesky, M., Pitluck, S., Plajzer-Frick, I., Poliakov, A., Pollard, M., Polman, J., Porter, A., Posada, M., Poundstone, P., Powell, J., Prado, D., Prange, C., Predki, P., Primus, J., Probst, L., Putnam, N., Qasem, O., Quan, G., 
Rajagopal, M., Ramirez, M., Ramirez, L., Ramos, N., Randolph, D., Rapier, I., Rappaport, B., Rash, S., Ratliff, R.L., Ray, A., Regala, W., Reiter, C., ReGerer, J., Richardson, P., Richardson, K., Ricke, D.O., Riley, B.E., Rivera, A., Roberts, S., Robinson, D.L., Robinson, D., Robinson, C., Rodriguez, J., Rodriguez, A., Rogers, S., Rokhsar, D., Ross, S., Rubin, E.M., Rule, J., Ryan, A., Sakaldasis, 
G., Salamov, A., Salazar, A., Sanders, B., Sanders, C., Sarmiento, R., Satpathy, S., Saunders, E.H., Sawhill, W.W., Saxman, E., Schmutz, J., ScoG, D., ScoG, P., ScoG, D., Seymour, B., Shams, S., Shapiro, H., Shin, M., Shought, T., Shreve, J., Sindelar, L., Skowronski, E., Slater, N., Slezak, T., Smith, K., Smith, D., Smith, J., Smith, T., Spainhower, C., Stallings, R.L., Stalvey, M., Stege, J.T., 
Stephens-Bolds, S., Stevko, V., Stone, E., Strasser, J., Stubbs, L., Stultz, J., Subramanian, S., Summers, L.J., Sutherland, R.D., Sutherland, G.R., Tacey, K., TageG, B., Takaoka, T., Takenaka, T., Tam, S., Tan, O., Tapia, R., Tatum, O.L., Terry, A., Tesmer, J.G., Thayer, N., Theil, J., Thomas, P., Thompson, L.S., Tice, H., Tighe, D., Torney, D.C., Tran-Gyamfi, M., Trankiem, M., Trask, B.J., 
TreuhaD, M., Trong, S., Tsai, M., Tsujimoto, S., Turner, H., Tynan, K., Ueland, S., Ueng, S., Ulanovsky, L.E., Un, C., Ung, Q., Ustaszewska, A., Valdez, M., Valles, Y., Van Dilla, M., Van Luchene, R., Vardanian, Z., Vargas, M., Vartanian, S., Veklerov, E., Velasco, N., Velasquez, L., Vergez, L., Viswanathan, V., Vo, N., Wagner, M., Walker, K., Wang, M., Wang, J., Wehri, E., Weidenbach, R., 
Weng, L., Wenning, S., Wentz, S., Wheeler, J., ScoG White, P., White, C., White, J., White, S.P., Whitmore, S., Wiegel, S., Williams, A.L., Wills, P.L., Wills, R., Wilson, S., Wollard, J., Womack, A.W., Wong, B., Wood, D., Woods, E., Woyke, T., Wright, K., Wu, J.-R., Wu, K., Wycoff-Montenegro, M., Wyman, S., Xie, G., Xu, A., Yamamoto, L., Yang, J., Yano, C., Yeh, M., Yokobata, K., 
Yokoyama, J., Yu, C., Yumae, B., Yun, R., Zhang, Q., Zhou, C., Zierten, D., Adams, C.Q., Adio-Oduola, B., Allen, C.C., Allen, H., Alsbrooks, S.L., Amaratunge, H.C., Amin, A.G., Anyalebechi, V., Arredondo, H.H., Asomugha, C.O., Aus\n, S.M., Ayele, M., Bandaranaike, D.P., Bap\ste, P., Barbaria, J.A., Beaudet, A., Bellard, T.M., Benard, M.A., Bhuchar, V., Bimage, K.E., Biswalo, K., Blair, 
J.A., Blanks, T., Blomstrom, D.B., Blyth, P.R., Bonnin, D., Brimhall, A.K., Brown, M.J., Brown, M., Bryant, N.P., Buhay, C.J., Burch, P.E., BurkeG, C.E., Burrell, K.L., Calderon, E., Cardenas, V., Carter, K., Casias, K., Cavazos, I., Cavazos, S.R., Ceasar, H., Chacko, J., Chan, S.N., Chavez, D., Chen, G., Chen, M.Z., Chen, R., Chen, Z., Christopoulos, C., Chu, J., Blankenburg, K.P.C., Cockrell, R., 
Cox, C.D., Coyle, M.D., Crawford, A.L., Cree, A., Dang, M., Dathorne, S.R., Davila, M.L., Davis, C.M., Davis, C., Davy-Carroll, L., De Anda, C., De Latorre, A., Delgado, O., Denson, S., Deramo, C., Ding, Y., Dinh, H.H., Donlin, J.E., Douthwaite, K.J., Draper, H., D'souza, L.M., Dugan-Rocha, S., Dunn, A.M., Durbin, K.J., Dziuda, D., Earnhardt, C.D., Eaves, K.A., Edgar, D., Edionwe, S.O.O., 
Egan, A., Emelianenko, N., Emery-Cohen, A.J., EscoGo, M., Eugene, C.S., Fernandez, S., Fernando, P.R., Finley, M.C., Flagg, N., Forbes, L.D., Foster, M.J., Gabisi, A.M., Garcia, M., Garcia, R.M., III, Garner, T.T., Garza, M., Gay, L., Gench, S.L., Ghose, S., Gibbs, R.A., Gill, R., Gonzalez, G.B., Grady, M.L., Guerra, W., Guevara, W.V., Gunaratne, P., Hall, B.L., Hall, B., Hamilton, C., 
Hamilton, K.A., Hanak, V.A., Harbes, B.A., Havlak, P., Hawes, A.C., Hawkins, E.S.O., Henderson, N., Hernandez, J., Hernandez, O., Herseim, A., Hines, S., Hitchens, M.E., Hodgson, A.V., Hogues, M.E., Hollaway, M., Hollins, B., Homsi, D.K., Homsi, F.J., Hornsby, A., Howard, S.R., Howell, L.L., Howells, S.L., Huang, M., Huber, J.W., Hulyk, S., Hume, J., Hunt, M., Idlebird, D.G., Imo, 
K.C., Jackson, L.R., Jacob, L.S., Jimenez, A., Johnson, B., Johnson, R., Jolivet, A., Kagan, R., Kelly, S.P., Kelly, S.H., Khan, U.F., Khan, Z.M., Khurana, D., King, L.M., Kisamo, H., Kovar, C.L., Kulish, L., Leal, B., Lebow, H., Lee, C.J., Lee, K., Legall, F.H., III, Levan, J.M., Lewis, E.K., Lewis, L.C., Lewis, L.R., Li, J., Li, Z., Liu, J., Liu, W., Liu, Y.-S., Liyanage, D., London, P., Lopez, J., Lopez, L., 
Lorensuhewa, L.M., Loulseged, H., LoveG, D.A., Lozado, R.J., Lu, X., Lu, Y., Lucier, A., Lucier, R.L., Ma, J., Ma, X., Madu, R.C., Maheshwari, M., Mahindartne, M., Malloy, K., Mangum, B., Mapua, P., Mareth, D., Mar\n, K., Mar\ndale, A.D., Mar\nez, E., Massey, E., MaGhews, S.D., Mawhiney, S., McLeod, M.P., McPherson, J.D., Meador, M.G., Mendez, S., Mercado, C., Mercado, 
I.C., MerriG, C.E., Metzker, M.L., Mileur, M.W., Miner, G.R., Minja, E., Mitchell, T., Mohabbat, F., Mohabbat, K., Montemayor, J., Montgomery, B., Moore, N., Morgan, M.B., Morris, S., Munidasa, M., Murphy, M.B., Murray, D.D., Muzny, D.M., Nair, L., Nair, S.R., Nanava\, A.N., Nankervis, C.E., Nazareth, L.V., Neal, D.D., Ngo, R.N., Nguyen, B.-V., Nguyen, N.M., Nguyen, N.B., 
Nickerson, E., Norris, S.L., Nwaokelemeh, O.O., Nwokenkwo, S., Obregon, M., Oguh, M., Okwuonu, G.O., Okwuonu, K.C., Olarnpunsagoon, A., Oragunye, N., Orantes, J., Oviedo, R.J., Pace, A.C., Pahlavan, S., Panasenko, V., Parker, D.N., Parks, K.L., Pasternak, S., Patel, B.M., Patel, J.N., Patel, V.V., Patrick, J., Paul, H.A., Payton, B.A., Perez, A., Perez, L.M., Perrin, W., Peters, L.G., 
Pickens, A., Pieper, N., Plopper, F.J.H., Poindexter, A., Pourrajabi, N.M., Primus, E.L., Pu, L.-L., Puazo, M., Qin, X., Quiles, M.M., Quiroz, J.B., Rabata, D., Rachlin, E.K., Reeves, K., Reigh, R.A., Ren, Y., Richards, S., Rives, C.M., Rodkey, T.L., Rojas, A., Ruiz, E.M., Ruiz, S.J., Sana, M.M., Sanders, W., San\banez, J., Savery, G.G., Scherer, S.E., Schnabl, M., ScoG, G., Shen, H., Sisson, I., 
Sodergren, E., Sonaike, T., Song, X.-Z., Sorelle, R.P., Sparks, A.L., Steffen, D., SuGon, A.E., Svatek, A.F., Svetz, J., Svetz, L.A., Tabor, P.E., Tamerisa, K.S., Tamirisa, A., Tang, H., Tansey, J., Taylor, C.C., Taylor, T.R., Telford, E.B., Thomas, N., Thomas, S., Thorn, R.D., Tran, L.T., Trejos, Z.Y., Trevino, B.K., Ukegbu, O.N., Urban, J.B., Usmani, K., Valas, R.E., Vargo, C.E., Vasquez, L.I., Vera, V.A., 
Verduzco, D., Villasana, D.M., Waldron, L., Walker, D.L., Wall, R.E., Walsham, N., Wang, J., Wang, L., Wang, Q., Wang, S., Ward-Moore, S., Warren, J.T., Wei, X., Weinstock, G., Wesley, M.M., Wheeler, D.A., White, F., Wickremasinghe, M.I., Williams, G.A., Williamson, A.L., Wleczyk, R., Wooden, H.S., Wooden, S.H., Worley, K.C., Wright, R.A., Wu, J., Yakub, S., Yen, J., Yoon, L., 
Yoon, V., Yu, F., Yuan, Y., Zhang, J., Zhang, S., Zhang, Z., Zhou, J., Zorrilla, S.E., Sakaki, Y., HaGori, M., Fujiyama, A., Taylor, T.D., Toyoda, A., Totoki, Y., Watanabe, H., Yada, T., Kuroki, Y., Noguchi, H., Murakami, K., Aizu, T., Arai, R., Ejima, F., Hasegawa, T., Hashimoto, E., Hashimoto, W., Inagaki, N., Inoue, S., Ishizaki, H., Isozaki, E., Ito, N., Iwatate, M., Iwatsu, M., Kaida, K., Kato, T., 
Kimura, M., Kiyooka, M., Maruyama, K., Motoyama, A., Morita, H., Naka, M., Nakagawa, S., Nishida, A., Ogawara, E., Okumura, R., Ohta, N., Ozawa, R., Sakai, R., Shiino, N., Shoji, M., Takahashi, K., Takano, N., Terada, Y., Tochigi, M., Tomizawa, I., Tsukamoto, Y., Tsuzuki, R., Uyama, N., Yamamoto, N., Yamamoto, Y., Yamashita, Y., Yonezawa, M., Yoshida, S., Wada, H., Fujioka, M., 
Fukawa, R., Itoh, T., Katayama, T., Kawagoe, C., Nagao, S., Oomori, N., Ooshima, K., Shimizu, H., Sun, J.Q., Tahara, T., Kaul, R., Olson, M.V., Gillet, W., Haugen, E., Raymond, C., Zhou, Y., Palmeiri, A., Saenphimmachak, C., Wu, Z., Phelps, K., Heilig, R., Eckenberg, R., Pe\t, J.-L., Fonknechten, N., Da Silva, C., CaGolico, L., Levy, M., Barbe, V., de Berardinis, V., Ureta-Vidal, A., Pelle\er, 
E., Vico, V., Anthouard, V., Ar\guenave, F., Robert, C., Cruaud, C., Brüls, T., Brober, P., Ségurens, B., Samain, S., Crespeau, H., Scarpelli, C., Gyapay, G., Wincker, P., Saurin, W., Weissenbach, J., Matsuda, F., Shimizu, N., Minoshima, S., Kudoh, J., Asakawa, S., Kawasaki, K., Shibuya, K., Sasaki, T., Takayanagi, A., Harigai, H., Shimizu, A., Shintani, A., Nakato, E., Mitsuyama, S., 
Yamazaki, S., Obayashi, I., Schmeits, J., Ohtsubo, M., Okui, M., Murayama, Y., Lim, M.K., Ohno, S., Nagamine, K., Wang, Y., Wang, J., Shiohama, A., Aoki, N., Shindoh, N., Maeda, H., Hosono, K., Yang, H., Izumiyama, T., Tatsuyama, M., Sawada, N., Yamaguchi, Y., Suzuki, M., Ohsawa, Y., Asahina, M., Matsushita, Y., Ishikawa, S.K., Mejima, M., Adachi, T., Asakawa, T., Furuhashi, M., 
Osada, M., Ohmori, K., Nakamura, E., Sanuki, N., Nakagawa, M., Togashi, N., Hamada, J., Shen, M., Kobayashi, M., Onoda, J., Mitsui, A., Watanabe, S., Miyazawa, A., Iwakawa, S., Ishibashi, A., Hosoda, K., Matsumoto, S., Kojima, K., Tsuruoka, H., Xuan, Y., Ito, F., Shimizu, Y., Antonarakis, S.E., BaGles, J., Cahill, P., Camire, D., DouceGe-Stamm, L., Fechtel, K., Gustafson, E., Horne, 
J., Hynds, C., Kana, A., Lee, H.-M., Nguyen, M., Rogosin, A., Rubenfield, M., Smith, D.R., Standring, L., Torcaso, B., Tsolas, J., Walsh, J., Wang, Y., Weinstock, K., BirdiG, B., Bloom, S., Hood, L., Kaur, A., NesbiG, R., Rowen, L., Platzer, M., Baumgart, C., Förste, S., Galgoczy, P., Glöckner, G., Görlich, Y., Heinze, I., Jahn, N., Lagemann, D., Lehmann, R., Meier, E., Michaelis, E., Petz, U., 
Reichwald, K., Schilhabel, M., Seitz, K., Siddiqui, R., Taudien, S., Wen, G., Werler, D., Bao, J., Bao, Q., Bao, W., Bi, S., Bian, X., Bolund, L., Cai, T., Cai, Z., Cao, T., Cao, Y., Chen, B., Chen, C., Chen, C., Chen, J., Chen, J., Chen, J., Chen, L., Chen, S., Chen, T., Chen, X., Chen, X., Chen, Y., Chen, Y., Chen, Z., Cheng, Z., Chi, C., Cui, H., Cui, J.H.U., Cui, P., Cong, B., Dai, L., Deng, Y., Ding, H., 
Dong, H., Dong, W., Dong, X., Du, Y., Fan, H., Fan, K., Fang, J., Feng, G., Feng, H., Feng, J., Feng, X., Fu, G., Fu, Q., Gao, A., Gao, J., Gao, Q., Gao, Y., Gao, Y., Geng, J., Gong, G., Gong, J., Gu, J., Gu, J., Gu, W., Gu, X., Guan, Q., Gui, Q., Guo, D., Guo, L., Han, G., Han, X., Huang, W., He, F., He, J., He, L., Hu, J., Hu, S., Huang, F., Huang, G., Hou, X., Jia, J., Jia, N., Jia, X., Jiang, L., Jiang, Y., 
Jiang, Z., Jin, Y., Jin, Y., Kang, H., Kang, N., King, M.-C., Kong, Y., Kou, Z., Lai, J., Lei, M., Li, C., Li, C., Li, E., Li, F., Li, G., Li, J., Li, J., Li, J., Li, J., Li, J., Li, L., Li, L., Li, L., Li, M., Li, N., Li, R., Li, S., Li, S., Li, S., Li, S., Li, S., Li, S., Li, T., Li, W., Li, W., Li, Y., Li, Y., Li, Y., Li, Z., Liao, J., Lin, W., Ling, W., Liu, B., Liu, C., Liu, D., Liu, H., Liu, J., Liu, K., Liu, N., Liu, S., Liu, W., Liu, X., Liu, Y., Liu, Y., Liu, Y., Liu, 
Y., Liu, Y., Liu, Z., Lu, L., Lu, T., Lu, Y., Luo, C., Lv, G., Ma, C., Ma, J., Ma, Q., Meng, S., Mu, F., Ni, L., Niu, Y., Pan, J., Pan, S., Qi, Q., Qi, X., Qian, X., Qian, Z., Qiang, B., Qiao, Z., Ren, S., Rong, L., Shao, C., Shao, Y., Shen, F., Shen, Y., Shi, G., Shi, H., Smith, M., Song, L., Song, S., Su, X., Sun, J., Sun, J., Sun, M., Sun, T., Sun, W., Sun, Y., Sun, Y., Sun, Y., Tan, X., Tang, X., Tao, R., Tian, C., T I 
An, W., Tian, Y., Tian, Y., Tian, Y., Tong, J., Tu, Y., Wan, M., Wang, D., Wang, F., Wang, G., Wang, G., Wang, H., Wang, H., Wang, H., Wang, H., Wang, J., Wang, J., Wang, J., Wang, L., Wang, L., Wang, L., Wang, L., Wang, L., Wang, S., Wang, S., Wang, W., Wang, X., Wang, X., Wang, X., Wang, X., Wang, X., Wang, Y., Wang, Y., Wei, S., Wong, G.K.-S., Wu, C., Wu, D., Wu, Q., Wu, R., 
Wu, X., Wu, X., Xi, Y., Xi, Y., Xie, F., Xiong, Y., Xu, J., Xu, R., Xu, S., Xu, W., Xu, Y., Xu, Y., Xu, Z., Xuan, Z., Xue, R., Xue, Y., Yan, C., Yan, F., Yan, G., Yang, H., Yang, R., Yang, S., Yang, X., Yang, Y., Yao, Z., Ye, C., Haifeng, Yin, You, B., Yu, B., Yu, J., Yuan, K., Yuan, Y., Yue, S., Zeng, Y., Zhai, D., Zhang, B., Zhang, C., Zhang, F., Zhang, G., Zhang, G., Zhang, H., Zhang, H., Zhang, J., Zhang, J., 
Zhang, L., Zhang, L., Zhang, M., Zhang, M., Zhang, M., Zhang, R., Zhang, T., Zhang, W., Zhang, X., Zhang, X., Zhang, X., Zhang, Y., Zhang, Y., Zhang, Y., Zhang, Y., Zhang, Y., Zhang, Y., Zhao, H., Zhao, L., Zhao, Z., Zhen, Z., Zheng, H., Zhong, M., Zhou, H., Zhou, N., Zhou, X., Zhou, Y., Zhou, Y., Zhu, B., Zhu, B., Zhu, F., Zhu, G., Zhu, M., Zhu, N., Zhu, Y., Zhu, Z., Zhuang, S., Bao, W., Chen, 
B., Chen, L., Ding, K., Sheng, H., Wang, J., Wang, J., Xiong, H., Li, Z., Liu, Q., Xu, X., Xu, Z., Zhan, G., Sudbrak, R., Beck, A., Benkahla, A., Borzym, K., Buczek, D., Gimmel, V., Heitmann, K., Hennig, S., Klages, S., Kosiura, A., Kube, M., Müller, I., Lehrach, H., Schmoger, S., Yaspo, M.-L., Reinhardt, R., Blöcker, H., Conrad, A., Czubayko, M., Hornischer, K., Järke, D., Jarek, M., Kauer, G., 
Löhnert, T.-H., Nordsiek, G., Scharfe, M., Schön, O., Thies, S., Chen, E., Babayan, P., Chen, C.-N., Heiner, C., Ma, P., Zollo, M., Zuo, L., Nagaraja, R., Schlessinger, D., Baertsch, R., Chen, H.-C., Clawson, H., Diekhans, M., Fernandez-Suarez, X., Furey, T.S., Goodstadt, L., Hammond, M., Haussler, D., Hinrichs, A.S., Hsu, F., Johnson, P., Karolchik, D., Kasprzyk, A., Keefe, D., James Kent, 
W., KiGs, P., London, D., Lu, Y.T., MagloG, D., McVicker, G., Melsopp, C., Paul, S., Pon\ng, C.P., Proctor, G., PruiG, K., Rice, S., Riethman, H., Rosenbloom, K.R., Roskin, K.M., Ruef, B., Schmidt, E., Schuler, G., Schuster, M., Severin, J., She, X., Siepel, A.C., Smedley, D., Stabenau, A., Sugnet, C.W., Thomas, D.J., Trumbower, H., Ureta-Vidal, A., Vastrik, I., Webber, C., Weber, R.J., 

Woodwark, C., Collins, F.S., Guyer, M., Peterson, J., Felsenfeld, A., WeGerstrand, K., Kamholz, S., InternaConal Human Genome Sequencing ConsorCum. Finishing the 
euchromaCc sequence of the human genome. (2004) Nature, 431 (7011), pp. 931-945. DOI: 
10.1038/nature03001 
 
Schultheiss, D., Kube, M., Schüler, D. InacCvaCon of the flagellin gene flaA in Magnetospirillum 
gryphiswaldense results in nonmagnetotacCc mutants lacking flagellar filaments. (2004) Applied and 
Environmental Microbiology, 70 (6), pp. 3624-3631. DOI: 10.1128/AEM.70.6.3624-3631.2004 
 
Ricke, P., Erkel, C., Kube, M., Reinhardt, R., Liesack, W. ComparaCve analysis of the convenConal and 
novel pmo (parCculate methane monooxygenase) operons from Methylocys<s strain SC2. (2004) 
Applied and Environmental Microbiology, 70 (5), pp. 3055-3063. DOI: 10.1128/AEM.70.5.3055-
3063.2004 
 
Kube, M., Heider, J., Amann, J., Hufnagel, P., Kühner, S., Beck, A., Reinhardt, R., Rabus, R. Genes 
involved in the anaerobic degradaCon of toluene in a denitrifying bacterium, strain EbN1. (2004) 
Archives of Microbiology, 181 (3), pp. 182-194. DOI: 10.1007/s00203-003-0627-3 
 
Grünberg, K., Müller, E.-C., O>o, A., Reszka, R., Linder, D., Kube, M., Reinhardt, R., Schüler, D. 
Biochemical and Proteomic Analysis of the Magnetosome Membrane in Magnetospirillum 
gryphiswaldense. (2004) Applied and Environmental Microbiology, 70 (2), pp. 1040-1050. DOI: 
10.1128/AEM.70.2.1040-1050.2004 
 
Krüger, M., Meyerdierks, A., Glöckner, F.O., Amann, R., Widdel, F., Kube, M., Reinhardt, R., Kahnt, J., 
Böcher, R., Thauer, R.K., Shima, S. A conspicuous nickel protein in microbial mats that oxidize 
methane anaerobically. (2003) Nature, 426 (6968), pp. 878-881. DOI: 10.1038/nature02207 



 14 

 
Schübbe, S., Kube, M., Scheffel, A., Wawer, C., Heyen, U., Meyerdierks, A., Madkour, M.H., Mayer, F., 
Reinhardt, R., Schüler, D. CharacterizaCon of a spontaneous nonmagneCc mutant of 
Magnetospirillum gryphiswaldense reveals a large deleCon comprising a putaCve magnetosome 
island. (2003) Journal of Bacteriology, 185 (19), pp. 5779-5790. DOI: 10.1128/JB.185.19.5779-
5790.2003 
 
Glöckner, F.O., Kube, M., Bauer, M., Teeling, H., Lombardot, T., Ludwig, W., Gade, D., Beck, A., Borzym, 
K., Heitmann, K., Rabus, R., Schlesner, H., Amann, R., Reinhardt, R. Complete genome sequence of the 
marine planctomycete Pirellula sp. strain 1. (2003) Proceedings of the NaConal Academy of Sciences 
of the United States of America, 100 (14), pp. 8298-8303. DOI: 10.1073/pnas.1431443100 
 
Sakaki, Y., Watanabe, H., Taylor, T., Ha>ori, M., Fujiyama, A., Toyoda, A., Kuroki, Y., Itoh, T., Saitou, N., 
Oota, S., Kim, C.-G., Kitano, T., Lehrach, H., Yaspo, M.-L., Sudbrak, R., Kahla, A., Reinhardt, R., Kube, 
M., Platzer, M., Taenzer, S., Galgoczy, P., Kel, A., Blöecker, H., Scharfe, M., Nordsiek, G., Hellmann, I., 
Khaitovich, P., Pääbo, S., Chen, Z., Wang, S.-Y., Ren, S.-X., Zhang, X.-L., Zheng, H.-J., Zhu, G.-F., Wang, B.-
F., Zhao, G.-P., Tsai, S.-F., Wu, K., Liu, T.-T., Hsiao, K.-J., Park, H.-S., Lee, Y.-S., Cheong, J.-E., Choi, S.-H. 
Human versus chimpanzee chromosome-wide sequence comparison and its evoluConary implicaCon 
(2003) Cold Spring Harbor Symposia on QuanCtaCve Biology, 68, pp. 455-460. DOI: 
10.1101/sqb.2003.68.455 
 
Rabus, R., Kube, M., Beck, A., Widdel, F., Reinhardt, R. Genes involved in the anaerobic degradaCon of 
ethylbenzene in a denitrifying bacterium, strain EbN1. (2002) Archives of Microbiology, 178 (6), pp. 
506-516. DOI: 10.1007/s00203-002-0487-2 
 
Rabus, R., Gade, D., Helbig, R., Bauer, M., Glöckner, F.O., Kube, M., Schlesner, H., Reinhardt, R., 
Amann, R. Analysis of N-acetylglucosamine metabolism in the marine bacterium Pirellula sp. strain 1 
by a proteomic approach. (2002) Proteomics, 2 (6), pp. 649-655. DOI: 10.1002/1615-
9861(200206)2:6<649::AID-PROT649>3.0.CO;2-R 
 
Seo, H.-C., Kube, M., Edvardsen, R.B., Jensen, M.F., Beck, A., Spriet, E., Gorsky, G., Thompson, E.M., 
Lehrach, H., Reinhardt, R., Chourrout, D. Miniature genome in the marine chordate Oikopleura dioica. 
(2001) Science, 294 (5551), p. 2506. DOI: 10.1126/science.294.5551.2506 


